Supplementary Item 1lA: The output from cmsearch showing all 63 relevant matches to the three ectomycorrhizal lineages

# cmsearch :: search CM(s) against a sequence database
# INFERNAL 1.1.1 (July 2014)
# Copyright (C) 2014 Howard Hughes Medical Institute.
# Freely distributed under the GNU General Public License (GPLv3).
# ____________________________________
# query CM file: ../basidio latest 1.1.l.cm
# target sequence database: ITS1 accOnly.fasta
# number of worker threads: 16
# ____________________________________
Query: srp3 [CLEN=291]
Hit scores:
rank E-value score Dbias sequence start end mdl trunc gc description
(1) ! 9.7e-55 162.3 0.0 HE681772 23 293 + cm no 0.55 -
(2) ! 9.7e-55 162.3 0.0 HE681773 27 297 + cm no 0.55 -
(3) ! 9.7e-55 162.3 0.0 HE681774 47 317 + cm no 0.55 -
(4) ! 9.7e-55 162.3 0.0 HE681775 22 292 + cm no 0.55 -
(5) ! 2.3e-51 153.0 0.0 AB848536 30 299 + cm no 0.55 -
(6) ! 9.2e-50 148.6 0.0 KC791081 5 271 + cm no 0.55 -
(7) ! 2e-49 147.6 0.0 AB571500 44 311 + cm no 0.55 -
(8) ! 2.7e-49 147.3 0.0 DQ093852 12 281 + cm no 0.57 -
(9) ! 4.4e-49 146.7 0.0 KJ742409 45 314 + cm no 0.58 -
(10) ! 4.8e-49 146.6 0.0 KJ742410 45 314 + cm no 0.58 -
(11) ! 6.9e-49 146.1 0.0 KJ742392 53 322 + cm no 0.58 -
(12) ! 6.9e-49 146.1 0.0 KJ742393 45 314 + cm no 0.58 -
(13) ! 6.9e-49 146.1 0.0 KJ742411 45 314 + cm no 0.58 -
(14) ! 7.3e-49 146.1 0.0 FJ596848 59 325 + cm no 0.56 -
(15) ! 1.1e-48 145.6 0.0 KJ705210 34 303 + cm no 0.56 -
(le) ! 1.2e-48 145.5 0.0 AB588960 33 302 + cm no 0.58 -
(17) ! 1.9e-48 144.9 0.0 KJ742395 45 314 + cm no 0.58 -
(18) ! 3.6e-48 144.1 0.0 UDB016000 129 400 + cm no 0.57 -
(19) ! 3.6e-48 144.1 0.0 UDB011195 131 402 + cm no 0.57 -
(20) ! 3.7e-48 144.1 0.0 KJ742390 36 305 + cm no 0.58 -
(21) ! 9.7e-48 143.0 0.0 KJ742402 45 314 + cm no 0.58 -
(22) ! 9.7e-48 143.0 0.0 KJ742403 56 325 + cm no 0.58 -
(23) ! 9.7e-48 143.0 0.0 KJ742404 62 331 + cm no 0.58 -
(24) ! 9.7e-48 143.0 0.0 KJ742405 45 314 + cm no 0.58 -
(25) ! 9.7e-48 143.0 0.0 KJ742406 45 314 + cm no 0.58 -
(26) ! 9.7e-48 143.0 0.0 KJ742407 59 328 + cm no 0.58 -
(27) ! 9.7e-48 143.0 0.0 UDB023551 44 313 + cm no 0.58 -
(28) ! 9.7e-48 143.0 0.0 UDB023493 46 315 + cm no 0.58 -
(29) ! 9.7e-48 143.0 0.0 KM576498 50 319 + cm no 0.58 -
(30) ! 9.7e-48 143.0 0.0 KF241547 45 314 + cm no 0.58 -
(31) ! 9.7e-48 143.0 0.0 JX625292 45 314 + cm no 0.58 -
(32) ! 1.2e-47 142.7 0.0 UDB019724 46 315 + cm no 0.59 -
(33) ! 1.4e-47 142.5 0.0 UDBO011691 45 314 + cm no 0.58 -
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(82) 7 9.3 10.4 0.0 HM347643 1 93 + cm 5' 0.52 -

Hit alignments:
>> HE681772

rank E-value score Dbias mdl mdl from mdl to seq from seq to acc trunc gc
(1) ! 9.7e-55 162.3 0.0 cm 1 291 [1] 23 293 + .. 0.90 no 0.55
v v v vV v Vv v v NC
<< SE>>=== ((CCCCCCCCCC(===0(((======~ (= (Ce=ceeeccececcccceccce cs
srp3 1 cgGCUGUAAUGGCcguAa.agcgGGAAUGcGcucuGuucaaacuChAag.GA. cuccgcUCuauuGeGCGCUggUUcGegacuccgecCgeccccagacgucca 98
GGCUGUAAUGGCC UAA :C:GGAAUGCG::: G U+::+CUCA GA :C ::4+C +U+G+GCGCUGGUUC+ GAC :::CC:C:CC GA:::C::

HE681772 23 CGGCUGUAAUGGCCCUAAaCUCGGGAAUGCGAGGCGGUUGCUCUCAGCgGAaAACUGUCCAUUAGUGCGCUGGUUCAAGAC-UGUCCCCUCCAGAAAACUU 122

AKX KKK A XAk *AX*X¥0B87T5380900090900* *** ¥ **xQQ0Q0QQ**x*****xBB8FEI34HE000 rkkkhhrxhhhhrxkhhhhkrhkhhhrxkk Hhrxxkkhhkxkkhhrxxkkrxxx PP

v vV avs v v v NC

((((, .<<<L L <LKLKL=-KLLLLLLKL SESSSSS>-—=>SSSS5> << S>> mm =<K - — =KL S>>———=>>>>->>>>>>>)) CS

srp3 99 GGuuc.cac..gcccgcccgecccGCAagggguggggUcgggegug.gaUAAuuggacgugGUcugggguAGuCgGGCAACCGAGCAcccecgcacguccag 195
GG:: CA: G:C CG:C:CGCAAG:G:UG GG:C:UG :AUAAU:GG:C:U:G C :GG +AG+:::GCAA:::+GCA CC:G:A:G:CC::

HE681772 123 GGUAGUCAAuuGUC-CUUCGACACGCAAGUGUUGUCU--GGACUUGgAAUAAUCGGUCCUUGAC-UGGUCAGGGAAGCAAUUCCGCAUCCAGCAGGACCUA 219

*AAXKRKQEEAT ] 444 SrArxFkkhhrAXkhhdxxxk**A*x08 T T TTEEETHF A ArxhhhAxkhhhdhdxk Hhhrxkhhhrrhhhrhxkhhhrxxhhhhkxkkhhkrxxkkrxxx pPp

v v v Vv vV v NC
)1 ==))))===)) ) ) ) ) == ))) ) === =) )) ) ) ) e ))=)) mmm e e e ))))))))))))))) . CS
srp3 196 CCuggacgcucuUaggggAUacGgcgggc..gucgGuu.CguggagggaGuCuucgggCaauaagauglUcacauCugugCcgagCgCAAACCuucu.UUU 291
CC::G:::4UC UAGG:GAU+:GG:::++ GUC G C:: G: G++ C:: C:::CGCAAACC:U: U U
HE681772 220 CCGAGUUAGUCGUAGGAGAUCGGGGCAUGUcGUCGGCCgCGCUGUGGAUCGCGC———====—==———————————————— CUCUCGCAAACCCUACCUCU 293
KRKKKK KKK KKK KX X KKK KKk A A X%000099999995555555555555555 . 0. ittt iiiiinnnn Ex*****%999999988*** PP
>> HE681773
rank E-value score Dbias mdl mdl from mdl to seq from seq to acc trunc gc
(2) ! 9.7e-55 162.3 0.0 cm 1 291 [] 27 297 + .. 0.90 no 0.55
v v v vV v Vv v v NC
<< SE>>=== ((CCCCCCCCCC(===0(((======~ (O ((mmmmmm e (Ce=ceecccececeeececcce cs
srp3 1 cgGCUGUAAUGGCcguAa.agcgGGAAUGcGcucuGuucaaacuChAag.GA. cuccgcUCuauuGeGCGCUggUUcGegacuccgecCgeccccagacgucca 98
GGCUGUAAUGGCC UAA :C:GGAAUGCG::: G U+::+CUCA GA :C ::4+C +U+G+GCGCUGGUUC+ GAC :::CC:C:CC GA:::C::

HE681773 27 CGGCUGUAAUGGCCCUAAaCUCGGGAAUGCGAGGCGGUUGCUCUCAGCgGAaAACUGUCCAUUAGUGCGCUGGUUCAAGAC-UGUCCCCUCCAGAAAACUU 126

AKX KKK A XAk KA X X0B8T7T538090090090900 % *** 4 **x Q0000 *x*x**k*x**xBB8FEI34HE000 rkkkhhrxhhhhkrxkhhhhrkhkkhhhxkk Hhrxxkkhhkxkkhhrxxkkrxxx PP

v vV avs v v v NC

((((, .<<<L L <<LLL=-KLLLLLLKL SESSSSS>-—=>SSSS5> << S>> mm =<K - — =KL S>>———=>>>>->>>>>>>)) CS

srp3 99 GGuuc.cac..gcccgcccgecceccGCAagggguggggUcgggegug.gaUAAuuggacgugGUcugggguAGuCgGGCAACCGAGCAcccecgcacguccag 195
GG:: CA: G:C CG:C:CGCAAG:G:UG GG:C:UG :AUAAU:GG:C:U:G C :GG +AG+:::GCAA:::+GCA CC:G:A:G:CC::

HE681773 127 GGUAGUCAAuuGUC-CUUCGACACGCAAGUGUUGUCU--GGACUUGgAAUAAUCGGUCCUUGAC-UGGUCAGGGAAGCAAUUCCGCAUCCAGCAGGACCUA 223

*AAXKRKQEEAT ] 444 SrArxkkhhrhxkhhdhxxk**A*xQ98 TV TTEEETHF A AArxkhhhxkkhhhdxk Hhhrxkhhhrrhhhhxkkhhrxxkhhrkxkkhhkrxxkkrxxx pPp



v v v Vv vV v NC

)N ==))))===)) ) ) ) ) == ))) ) === =) )) ) ) ) e ))=)) mmm e e e ))))))))))))))) . CS
srp3 196 CCuggacgcuculUaggggAUacGgcgggc..gucgGuu.CguggagggaGuCuucgggCaauaagauglUcacauCugugCcgagCgCAAACCuucu.UUU 291
CC::G:::4UC UAGG:GAU+:GG:::++ GUC G C:: G: G++ C:: C:::CGCAAACC:U: U U
HE681773 224 CCGAGUUAGUCGUAGGAGAUCGGGGCAUGUcGUCGGCCgCGCUGUGGAUCGCGC———====—==———————————————— CUCUCGCAAACCCUACCUCU 297
KRKKKK KKK KKK KX X KK F KKk AKX X%0009099999995555555555555555 . .. vttt it EX*****%999999988*** PP
>> HE681774
rank E-value score Dbias mdl mdl from mdl to seq from seq to acc trunc gc
(3) ! 9.7e-55 162.3 0.0 cm 1 291 [] 47 317 + .. 0.90 no 0.55
v v v vV v Vv v v NC
<< SE>>=== ((CCCCCCCCCC(===0(((======~ (O ((mmmmmm e (Ce=ceeecccceceeececcce cs
srp3 1 cgGCUGUAAUGGCcguAa.agcgGGAAUGcGcucuGuucaaacuChAag.GA. cuccgcUCuauuGeGCGCUggUUcGegacuccgecCgeccccagacgucca 98
GGCUGUAAUGGCC UAA :C:GGAAUGCG::: G U+::+CUCA GA :C ::4+C +U+G+GCGCUGGUUC+ GAC :::CC:C:CC GA:::C::

HE681774 47 CGGCUGUAAUGGCCCUAAaCUCGGGAAUGCGAGGCGGUUGCUCUCAGCgGAaAACUGUCCAUUAGUGCGCUGGUUCAAGAC-UGUCCCCUCCAGAAAACUU 146

AKX KKK A XAk *AXX¥0B87T5380900090900**** * %+ Q0000 *x*x*****xBB8FEI34HE000 rkkkhrhrxhkhhkrkhhhhrkhkkhhhrxkk Hdrxkxkkhhkxkkhhrxxkkrxxx Pp

v vV Navs v v v NC

((((, .<<<L L <LKLKL=-KLLLLLLKL SESSSSS>-—=>SSSS5> << S>> mm =<K - — =KL S>>———=>>>>->>>>>>>)) CS

srp3 99 GGuuc.cac..gcccgcccgecceccGCAagggguggggUcgggegug.gaUAAuuggacgugGUcugggguAGuCgGGCAACCGAGCAcccecgcacguccag 195
GG:: CA: G:C CG:C:CGCAAG:G:UG GG:C:UG :AUAAU:GG:C:U:G C :GG +AG+:::GCAA:::+GCA CC:G:A:G:CC::

HE681774 147 GGUAGUCAAuuGUC-CUUCGACACGCAAGUGUUGUCU--GGACUUGgAAUAAUCGGUCCUUGAC-UGGUCAGGGAAGCAAUUCCGCAUCCAGCAGGACCUA 243

*AAXKRKQEEAT ] 444 SrrrxkkhhrAxkhhdxxkxk**A*xQ8 TV TTEEETHF A Arxxhhhxkhhhdhdxk Hhhrxkhhhrrhhhrhxdhhhrxxhhhhkxkkhhrxxkkrxxx pPp

v v v Vv vV v NC
)1 ==))))===)) ) ) ) ) == ))) ) === =) )) ) ) ) e ))=)) mmm e e e ))))))))))))))) . CS
srp3 196 CCuggacgcucuUaggggAUacGgcgggc..gucgGuu.CguggagggaGuCuucgggCaauaagauglUcacauCugugCcgagCgCAAACCuucu.UUU 291
CC::G:::4UC UAGG:GAU+:GG:::++ GUC G C:: G: G++ C:: C:::CGCAAACC:U: U U
HE681774 244 CCGAGUUAGUCGUAGGAGAUCGGGGCAUGuUcGUCGGCCgCGCUGUGGAUCGCGC——=====—==———————————————— CUCUCGCAAACCCUACcUCU 317
KRKKKK KKK KKK KX X KKK KKk A A X%000099999995555555555555555 . 0. ittt iiiiinnnn Ex*****%999999988*** PP
>> HE681775
rank E-value score Dbias mdl mdl from mdl to seq from seq to acc trunc gc
(4) ! 9.7e-55 162.3 0.0 cm 1 291 [] 22 292 + .. 0.90 no 0.55
v v v vV v Vv v v NC
<< SE>>=== ((CCCCCCCCCC(===0(((======~ (O ((mmmmmm e (Ce=ceecccececeeececcce cs
srp3 1 cgGCUGUAAUGGCcguAa.agcgGGAAUGcGcucuGuucaaacuChAag.GA. cuccgcUCuauuGeGCGCUggUUcGegacuccgecCgeccccagacgucca 98
GGCUGUAAUGGCC UAA :C:GGAAUGCG::: G U+::+CUCA GA :C ::4+C +U+G+GCGCUGGUUC+ GAC :::CC:C:CC GA:::C::

HE681775 22 CGGCUGUAAUGGCCCUAAaCUCGGGAAUGCGAGGCGGUUGCUCUCAGCgGAaAACUGUCCAUUAGUGCGCUGGUUCAAGAC-UGUCCCCUCCAGAAAACUU 121

AKX KKK A XAk *AXX0B87T5380900090900 % *** 4 **x Q0000 **x**k*x**xBB8FEI34HE000 rkkkhhxhhhhrxkhhhhrkkhhhxkk Hhrxkxkkhhkxkkhhrxxkkrxxx Pp

v vV avs v v v NC

((((, .<<<L L <LKLKL=-KLLLLLLKL SESSSSS>-—=>>S>SS5> < S>> m— =<K - — =KL S>>———=>>>>->>>>>>>)) CS

srp3 99 GGuuc.cac..gcccgcccgecceccGCAagggguggggUcgggegug.gaUAAuuggacgugGUcugggguAGuCgGGCAACCGAGCAcccecgcacguccag 195
GG:: CA: G:C CG:C:CGCAAG:G:UG GG:C:UG :AUAAU:GG:C:U:G C :GG +AG+:::GCAA:::+GCA CC:G:A:G:CC::




HE681775 122 GGUAGUCAAuuGUC-CUUCGACACGCAAGUGUUGUCU--GGACUUGgAAUAAUCGGUCCUUGAC-UGGUCAGGGAAGCAAUUCCGCAUCCAGCAGGACCUA 218

*AAXKAKQEEAT ] 444  SrrrxkkhhrAxkhhdxxkk**A*xQ08 TV TTEEETHF A ArFhhhAxkkhhhdxk Hhhrxkhhhrrkhhhxkhkhhrxxkhhhkxkkhhkxxkkrxxx pPp

v v v Vv vV v NC
)N ==))))===)) ) ) ) ) == ))) ) === =) )) ) ) ) e ))=)) mmm e e e ))))))))))))))) . CS
srp3 196 CCuggacgcucuUaggggAUacGgcgggc..gucgGuu.CguggagggaGuCuucgggCaauaagauglUcacauCugugCcgagCgCAAACCuucu.UUU 291
CC::G:::4UC UAGG:GAU+:GG:::++ GUC G C:: G: G++ C:: C:::CGCAAACC:U: U U
HE681775 219 CCGAGUUAGUCGUAGGAGAUCGGGGCAUGUcGUCGGCCgCGCUGUGGAUCGCGC———====—=—=———————————————— CUCUCGCAAACCCUACCUCU 292
KRKKKK KKK KKK KX X KK F KKk AKX X%0009099999995555555555555555 . .. vttt it EX*****%999999988*** PP
>> AB848536
rank E-value score Dbias mdl mdl from mdl to seq from seq to acc trunc gc
(5) ! 2.3e-51 153.0 0.0 cm 1 291 [] 30 299 + .. 0.90 no 0.55
v v v vV \avavs v NC
<< SE>>===(((CCCCCCCCCCC(e===((((========~ ((((( (=== Lo (ee=ceeeeceeeeeeeecee. e cs
srp3 1 cgGCUGUAAUGGCcguAaagcgGGAAUGcGecuc.uGuucaaacuChAagGAcuccgcUCuauuGeGCGCUg.gUUcGegacuccgeCgccccagacguc.ca 98
GGCUGUAAUGGCC AA:: GGGAAU C:::: G ++:: C CAA G c:C UUG+GCGCUG GUUC+:GA C::CC:C:CC GA:::C

AB848536 30 CGGCUGUAAUGGCCCCAAGUUGGGAAUGCGAGGUGGCGUUUCCACAACGGAAUCACGUGCUUGUGCGCUGaGUUCAAGAC-CGUCCCCUCCGGAAAACUUU 129

AKX K KKK AA KK AAA K KA AAKA K KA AKX KRR A XXX KX 555555666677 77777999090000000 % *kkhh*x Xk Qkhx*x* k% QQQ Hhrxkxkkhhkxkkhhrxxkkrxx PP

Navavs AaVavs NC

((((, .<<<KLLLL-KLLLLLLKL SESSSSS>——=>SSSSS> < S>> mm =<K - — =KL S>>———=>>>>->>>>>>>)))) CS

srp3 99 GGuuc.cacgcccgcccgecccGCAagggguggggUcgggegug.gaUAAuuggacgugGUcugggguAGuCgGGCAACCGAGCAccccgecacguccagCC 197
GG::+ CA CC : CGC::CG AAG::GUG :+ GG UG ::UAA:: G:C:U:G C ::G:+AG+:::G+tAA:::+GCA:C::G:A:G:C ::CC

AB848536 130 GGUGUcCAUCACCCCUCGCAGCGUAAGCUGUGGCC--GGAUUUGgAGUAAUUGGUCCUUGAC-UAGCCAGGGAAGUAAUUCCGCAGCUAGCAGGACUCACC 227

AKX KK TEEEE 58 h kA Xk kh kA Xk hh*A Xk % %8 FEEOEOOOOFFFhhhxkkhhxkkhhd Fhkhhrxkdhhhrrkhhhxkkhhrxxhkhhhkxkkhhkrxxkkxxx pPp

v Navavs \avs v NC
))))))=)))==))) ) ===))))))==-.))))====)))))) —==——= e I B ))))))))))))))) e CS
srp3 198 uggacgcucuUaggggAUacGgcgggc. .gucgGuuCguggagggaGuCuucgggCaauaagaugUcacauCugugCcgagCgCAAACCuuculUUU 291
::G:::+UC UAGG:GAU+:GG: :G++ UC:GU G:G G+ C:: UGCC::::G AAACCU :: UU
AB848536 228 GAGUUAGUCUUAGGAGAUCAGGGUGUGUCAUCUGUC-GCGUGGGUGCGCCG——=====—=—————————————— UGCCCCUUGUAAACCUUUUCUU 299
KXXKKK KKK KKK AKX XX xx**%%00999889999988.66665444444444 . ... iviiiiieeennnn S5QTX * *xxxxhhhKhkkkkkxxx PP
>> KC791081
rank E-value score Dbias mdl mdl from mdl to seq from seq to acc trunc gc
(6) ! 9.2e-50 148.6 0.0 cm 1 291 [] 5 271 + .. 0.90 no 0.55
Navavs vV v v NC
<< SE>>===(((CCCCCCCCCCC(e===((((========~ ((((( (=== Lo (ee=ceeeeceeeeeeeccee. e cs
srp3 1 cgGCUGUAAUGGCcguAaagcgGGAAUGcGecuc.uGuucaaacuChAagGAcuccgcUCuauuGeGCGCUg.gUUcGegacuccgeCgccccagacguc.ca 98
: GGCUGUAAUGGCC: AA ++GGGAAUGCG: :: U++:: C CAA G : :C:C U G+GCGCUG GUUC+:GA C::CC:C:CC GA:::C

KC791081 5 UGGCUGUAAUGGCCCCAAGUUGGGAAUGCGAGGUGAUGUUUCCACAACGGAAUCACGUGCUCGUGCGCUGaGUUCAAGAC-CGUCCCCUCCGGAAAACUUU 104

AKX KK AKAA K KA KK AAAA K KA A KKK A A XXX HGEEEF5677778888888999090909090909000 %k h*k*x ¥ Qkh*x*x ¥ %% QQQ H*hrxkxkkhhkrxkkhhkrxxkkrxx PP

Nav vv NC



(C((, . <<<LLLLL =<Kk SSSSSSS>-—=>S5SS55C SO m m = <KLKLKLKmm = =<K SS>—===>>>>->>>>>>>))))) CS

srp3 99 GGuuc.cacgcccgcccgecccGCAagggguggggUcgggecguggaUAAuuggacgugGUcugggguAGuCgGGCAACCGAGCAccccgcacguccagCCu 198
GG::+ C: ::C ¢ CGC::CG AAG::GUG :+ G:: :G::UAA:: G:C:U:G C ::G:+AG+:::GCAA:::+ CA:C::G:A:G:C ::CC:

KC791081 105 GGUGUcCAUCAUCCCUCGCAGCGUAAGCUGUGGCC-GGAUUUGGAGUAAUUGGUCCUUGAC-UAGCCAGGGAAGCAAUUCCACAGCUGGCAGGACUCACCG 203

AKX KK BEEOEEEEQF F A A Xk k kA A Xk kh A Xk k* %) H5EEEEEQQ N FF kA rkhhhxkhhh Fhkkhhrxdhhhrrkhhhxkhkhhrxxkhhhkxkkhhkxxkkrxxx pPp

v v avs Navavs NC
)))))=)))==))))===))))) ) == ) ) ) ===.=)))) ) ) === e I B ))))))))))))))) e CS
srp3 199 ggacgcucuUaggggAUacGgcgggc. .gucgGuu. CguggagggaGuCuucgggCaauaagauchacauCuguchgagCgCAAACCuucuUUU 291
:G:::4UC UAGG:GAU+:GG: :G++ UC:GU CG:G: :G+ C:: UG C:::CGCAAACCU U
KC791081 204 AGUUAGUCUUAGGAGAUCAGGGUGUGuUcCAUCUGUCgCGUGGGUGUG--CCG—————==—=—————————————— UGUCCCUCGCAAACCU———CGU 271
KRXKKK KKK AKX AKX XX xx*%%G099989999999855555554432..222. .. v vt i ittt iiiennn 333OFFFxxH KK KKKk kxx PP
>> AB571500
rank E-value score Dbias mdl mdl from mdl to seq from seq to acc trunc gc
(7) ! 2e-49 147.6 0.0 cm 1 291 [] 44 311 + .. 0.91 no 0.55
v v Navavs VvV v NC
<< SE>>===(((CCCCCCCCC(===((((======~ e (O (e Smmm- (Ce=ceeeeeeeeeeeecece. ¢ cs
srp3 1 cgGCUGUAAUGGCcguAaagcgGGAAUGcGcucuGuucaaacuCAag. . GAcuccgcUCuauuGeGCGCUg.gUUcGegacuccgeCgeccccagacguc.c 97
GG UGUAAUG CC AA ++GGGAAU CG:::UG ::::+C CA++ G c:C U G+GCGCUG GUUC+:GA C::CC:C:CC GA:::C

AB571500 44 CGGUUGUAAUGGCCCCAAGUUGGGAAUGCGAGGUGGCGUUUCCCACAacGGAAUCACGUGCUCGUGCGCUGaGUUCAAGAC-CGUCCCCUCCGGAAAACUU 143
Xkkkk Kk kkkkk Kk kkkkk Xk kkk Xk Xk *x****0900008888888886656888990900000******xQQkk*x*x**xQQQ *kkkkkkxkkkkkkkxkk** PP

vv vV NC
(OO, <<=k SSSSSS>5>——=>>>>>>>LL >>LLLKLLLL === =<K === =<<L<L SS>——==>>>>->>>>>>>)))) CS

srp3 98 aGGuuc.cacgcccgcccgecccGCAagggguggggUcgggecguggaUAAuuggacgugGUcugggguAGuCgGGCAACCGAGCAccccgecacguccagCC 197
:GG::C C: ::C : CGC::CG AAG::GUG : G:: :G::UAA:: G:C:U:G C ::G:+AG+:::G+AA:::+GCA:C::G:A:G:C ::CC

AB571500 144 UGGUGCcCAUCAUCCCUCGCAGCGUAAGCUGUGGCU-GGAUUUGGAGUAAUUGGUCCUUGAC-UAGCCAGGGAAGUAAUUCCGCAGCUAGCAGGACUCACC 242

AKX KKK BEEOEEEOEOE T H X Ik kA AKXk kA A XAk * AKX 5EEEEQ T THFFh A Ak hhhxkhhhd Fhkhhrxkrhhhrrkhhhxkhhhrxxkhhhkxkkhhkxxkkrxxx Pp

v Navavs VvV NC
))))))=)))==))) ) ===))))))==-.))))====)))))) —==——= e I B ))))))))))))))) e CS
srp3 198 uggacgcucuUaggggAUachcgggc gucgGuuCguggagggaGuCuucgggCaauaagauchacauCuguchgagCgCAAACCuucuUUU 291
:G:::+UC UAGG:GAU+:GG: :G++ UC:GU G:G G+ HHOH UG C:::CG AAACCU uuu
AB571500 243 GAGUUAGUCUUAGGAGAUCAGGGUGUGucAUCUGUC GCGUGGGUG———CGCCG ———————————————————— UGUCCCUCGUAAACCU———UUU 311
KRXKKK KK KA AKX XXX xx**%%00999889999988.555553333...44444 ... ... i, 3348FFxxxx KK KKKk kxx PP
>> DQ093852
rank E-value score Dbias mdl mdl from mdl to seq from seq to acc trunc gc
(8) ! 2.7e-49 147.3 0.0 cm 1 291 [] 12 281 + .. 0.91 no 0.57
Navavs v v NC
<< SE>>===(((CCCCCCCCCC(e===((((========~ ((((((==mmmmmmm e Lo (ee=ceeeeceeeeeeeecee. e cs
srp3 1 cgGCUGUAAUGGCcguAaagcgGGAAUGcGecuc.uGuucaaacuChAagGAcuccgcUCuauuGeGCGCUg.gUUcGegacuccgecCgccccagacguc.ca 98
:GGCUGUAA GGCC:+AA::CGGGAAU CG::: U:::: C CAA G c:C U G+GCGCUG GUUC+:GA C::CC:C:C: GA ::C

DQ093852 12 UGGCUGUAACGGCCCAAAGUCGGGAAUGCGAGGUGAUGUUUCCACAACGGAAUCACGUGCUCGUGCGCUGaGUUCAAGAC-CGCCCCCUCUGGAAAACUUU 111



srp3

DQ093852

srp3

DQ093852

>> KJ742409

99

112

199

211

AKX KK AKAAA KK AKX I KA AXK A KA A A KK A A XA A HE56666788888888889900000 0%,k rxkkhh*x*x ¥k QhdAxkk*k*xQQQ H*hrxkkhhrkkhhrxkkhhxx

v v

(C((, . <<<LLLLL =<k SESSSSS>-—=>S5SS55C SO m m = <KLKLKLmm = =<K SS>———=>>>>->>>>>>>)) ) ) )
GGuuc.cacgcccgcecceccgecccGCAagggguggggUcgggecguggaUAAuuggacgugGUcugggguAGuCgGGCAACCcGAGCAcceccgecacguccagCCu
GG::+ C: ::C : CGC::CG AAG::GUG :+ G:: :G::UAA:: G:C:U:G C ::G:+AG+:::G+AA:::+GCA:C::G:A:G:C ::CC:
GGUGUcCAUCAUCCCUCGCGGCGUAAGCUGUGGCC-GGAUUUGGAGUAAUCGGCCCUUGAC-UAGCCAGGGAAGUAAUUCCGCAGCUAGCAGGGCUCACCG

KAAX KK BEEOEEEENQF A A Xk hkh kA Xk kA A Xk k* %) 5EEEEOEQTH I A Ak khhhrhhhh KhkhhrrhkhhAxkhhhrrkhhhxdkhhkdkhhrxkkhhxx

v v AAVavs NC
)))))=)))==))))===))))) ) == ) )))====))))) ) === ))=)) mmm e e e )))))))))))))) ) CS
ggacgcucuUaggggAUacGgcgggc. .gucgGuuCguggagggaGuCuucgggCaauaagaugUcacauCugugCcgagCgCAAACCuuculUUU 291
:G:: 4+UC UA:G:GAU+:GG: :G++ UC:GU G:G G+ Crit:: C:::CG AAACCUU:: U
AGUUGGUCUUAGGAGAUCAGGGCGUGUCAUCUGUC-GCGUGGGUGCGCCGUGU---===—==—=————=—————————— CCCUCGUAAACCUUUCGUG 281
KRXKKK KK KKK KX XXX K FF**%GG099999998.666665555505555433 . ... ittt EX XK KKK KK KX XXX K ** k% PP

rank E-value score Dbias mdl mdl from mdl to seq from seq to acc trunc gc

(9) ! 4.4e-49 146.7 0.0 cm 1 291 [] 45 314 + .. 0.91 no 0.58

srp3

KJ742409

srp3

KJ742409

srp3

KJ742409

>> KJ742410

45

99

145

199

244

VvV v v
<< SE>>===(((CCCCCCCCCCC(e===((((========~ ((((( (=== Lo CCC=00eeeeeeeeeeeeee. o
cgGCUGUAAUGGCcguAaagcgGGAAUGecGecuc .. uGuucaaacuCAagGAcuccgcUCuauuGeGCGCUg.gUUcGegacuccgeCgecceccagacguc. ca
: GGCUGUAA+GGCC: AA::CGGGAAU CG::: U:::: C CAA G c:C U G+GCGCUG GUUC+:GA C::CC:C:C: GA ::C

YGGCUGUAAYGGCCCMAAGUCGGGAAUGCGAGGUGAUGUUUCCACAACGGAAUCACGUGCUCGUGCGCUGaGUUCAAGAC-CGYCCCCUCUGGAAAACUUU

AKX KK AKRAA KK AAA I K AAAA KA AAA KK AKX A A HNEEFFEE7888888888000*  h kA Xk k kA XXk kA XXX Qh A Xk k¥ Xk QQQ H*hrxkkhhrkkhhrxkkhhxx

v v v v

(C((, . <<<LLLLL =<k SSSSSSS>-—=>S5SS55C SO m m = <KLKLKLmm = =<K SS>———=>>>>->>>>>>>)) ) ) )
GGuuc.cacgcccgcecceccgecccGCAagggguggggUcgggecguggaUAAuuggacqgugGUcugggguAGuCgGGCAACCcGAGCAcceccgecacguccagCCu
GG::+ C: ::C ¢ CGC::CG AAG::GUG :+ G:: :G::UAA:: G C:U:G C ::G:+AG+:::G+AA:::4+GCA:C::G:A:G C ::CC:
GGUGUcCAUCAUCCCUCGCGGCGUAAGCUGUGGCC-GGAUUUGGAGUAAUCGGCCCUUGAC-UAGCCAGGGAAGYAAUUCCGCAGCUAGCAGGRCUCACCG

KAAX AR BEEEEEEQF F A A Xk hk kA A Xk kA A Xk *k* %) F5EEEEOEQTH I A Ak hhhxhdhhh Khkhhhrhhhhxhhkhhrrhhhhrdhkhhkrxkhhrxkkhhxx

v v VvV NC
)))))=)))==))))===))))) ) == ) )))====))))) ) === ))=)) mmm e e )))))))))))))) ) CS
ggacgcucuUaggggAUacGgcgggc. .gucgGuuCguggagggaGuCuucgggCaauaagauglUcacauCugugCcgagCgCAAACCuuculUUU 291
:G:: 4+UC UA:G:GAU+:GG: :G++ UC:GU G:G G+ Crit:: C:::CG AAACCUU:: U
AGUUGGUCUUAGGAGAUCAGGGCGUGUCAUCUGUC-GCGCGGGUGCGCCGUGU---=-======———=—————————— CCCUCGUAAACCUUUCGUG 314
KERKXKKK KK KKK KKK XXX XK FF*XK%GG099999999.66666554555555433 . ... ittt EX XK KK KKK KX XXX K **** PP

rank E-value score Dbias mdl mdl from mdl to seq from seq to acc trunc gc

(10) ! 4.8e-49 146.6 0.0 cm 1 291 [] 45 314 + .. 0.91 no 0.58

<< SES>=—= (=== (0 ((mmmmmmm== (CCC((mmmmmmm Lo (COECOEEEeeeeeeeeee. (o

PP

NC
Cs
198

210
PP

NC
Cs
98

144
PP

NC
Cs
198

243
PP



srp3

KJ742410

srp3

KJ742410

srp3

KJ742410

>> KJ742392
E-value score Dbias mdl mdl from mdl to seq from seq to acc trunc gc

rank

(11) !

srp3

KJ742392

srp3

KJ742392

srp3

KJ742392

>> KJ742393
E-value score Dbias mdl mdl from mdl to seq from seq to acc trunc gc

rank

(12) !

45

99

145

199

244

53

99

153

199

252

cgGCUGUAAUGGCcguAaagcgGGAAUGecGecuc .. uGuucaaacuChAagGAcuccgcUCuauuGeGCGCUg.gUUcGegacuccgeCgcceccagacguc. ca
:GGCUGUAA GGCC:+AA::CGGGAAU CG::: U:::: C CAA G c:C U G+GCGC+G GUUC+:GA C::CC:C:C: GA ::C
UGGCUGUAACGGCCCAAAGUCGGGAAUGCGAGGUGAUGUUUCCACAACGGAAUCACGUGCUCGUGCGCYGaGUUCAAGAC-CGCCCCCUCUGGAAAACUUU

AKX K KKK AA KK AR K KA AAK KA A A A KK A A XA A HEEFFEHF7888888888000* , kA Xk kh kX Xk kA X QQOh A *xk k¥ *xQQQ H*hrxkkhhrxkhhrxkkhhxx

v v

(C((, . <<<LLLLL =<k SSSSSSS>-—=>S5SS55C SO m m = <KLKLKLmm = =<K SS>———=>>>>->>>>>>>)) ) ) )
GGuuc.cacgcccgcecceccgecccGCAagggguggggUcgggecguggaUAAuuggacgugGUcugggguAGuCgGGCAACCcGAGCAcceccgecacguccagCCu
GG::+ C: ::C ¢ CGC::CG AAG::GUG :+ G:: :G::UAA:: G:C:U:G C ::G:+AG+:::G+AA:::+GCA:C::G:A:G:C ::CC:
GGUGUcCAUCAUCCCUCGCGGCGUAAGCUGUGGCC-GGAUUUGGAGUAAUCGGCCCUUGAC-UAGCCAGGGAAGUAAUUCCGCAGCUAGCAGGGCUCACCG

AKX AR BEEOEEEEQF F A Xk hkh kA Xk kA A Xk k* %) 5EEEEOEQTH I A Ak khhhrhhhh Khkhhhrhhhhxhhhhrrhhhhrdhhhrxkhhrxkkhhxx

v v VvV NC
)))))=)))==))))===))))) ) == ) )))====))))) ) === ))=)) mmm e e )))))))))))))) ) CS
ggacgcucuUaggggAUacGgcgggce. guchuuCguggagggaGuCuucgggCaauaagauchacauCugugCcgagCgCAAACCuucuUUU 291
:G:: 4+UC UA:G:GAU+:GG: :G++ UC:GU G:G G+ Crit:: C:::CG AAACCUU:: U
AGUUGGUCUUAGGAGAUCAGGGCGUGuUCAUCUGUC-GCGCGGGUGCGCCGUGU---===——==———=—————————— CCCUCGUAAACCUUUCGUG 314
KRKXKKK KK KKK KA XXX K FF*%K%GG099999999.66666554555555433 . ... ittt EX XK KK KKK KX X XX K **** PP

6.9e-49 146.1 0.0 cm 1 291 [] 53 322 + .. 0.91 no 0.58

v v VvV v v

<< SE>>===(((CCCCCCCCCCCe===((((========~ ((((( (=== Lo CCC=00eeeeeeeeeeeeee. o
cgGCUGUAAUGGCcguAaagcgGGAAUGecGecuc .. uGuucaaacuCAagGAcuccgcUCuauuGeGCGCUg.gUUcGegacuccgeCgecceccagacguc. ca
GGCUGUAAUGGCC AA::CGGGAAU CG::: U:::: C CAA G c:C U G+GCGCUG GUUC+:GA C::CC:C:C: GA ::C
CGGCUGUAAUGGCCCCAAGUCGGGAAUGCGAGGUGAUGUUUCCACAACGGAAUCACGUGCUCGUGCGCUGaGUUCAAGAC-CGUCCCCUCUGGAAAACUUU

KA KK AKRAA K KA I KA AAKA KA A A A KK A A XA A HEEFFEHE7888888888000* h kA Xk k kA XXk kA XXX Qh A Xk k¥ Xk QQQ H*hrxkkhhrkkhhrxkkhhxx

v v v v

(C((, . <<<LLLLL =<k SSSSSSS>-—=>S5SS55C SO m m =KL m = =<K SS>———=>>>>->>>>>>>)) ) ) )
GGuuc.cacgcccgcecceccgecccGCAagggguggggUcgggecguggaUAAuuggacgugGUcugggguAGuCgGGCAACCcGAGCAcceccgecacguccagCCu
GG::+ C: ::C ¢ CGC::CG AAG::GUG :+ G:: :G::UAA:: G C:U:G C ::G:+AG+:::GCAA:::+GCA:C::G:A:G C ::CC:
GGUGUcCAUCAUCCCUCGCGGCGUAAGCUGUGGCC-GGAUUUGGAGUAAUCGGCCCUUGAC-UAGCCAGGGAAGCAAUUCCGCAGCUAGCAGGACUCACCG

KAAX KK BEEEEEENQF F A A Xk hkh kA Xk kA Xk Kk * %) F5EEEEOEQTHAFFh Ak hhhrhdhhh FAhkhhhrhhhhxhhhhrrhhhhrdhkhhrxkhhrxkkhhxx

v v VvV NC
)))))=)))==))))===))))) ) == ) )))====))))) ) === ))=)) mmm e e )))))))))))))) ) CS
ggacgcucuUaggggAUacGgcgggce. guchuuCguggagggaGuCuucgggCaauaagauchacauCugugCcgagCgCAAACCuucuUUU 291
:G:: 4+UC UA:G:GAU+:GG: :G++ UC:GU G:G G+ Crit:: C:::CG AAACCUU:: U
AGUUGGUCUUAGGAGAUCAGGGCGUGUCAUCUGUC-GCGCGGGUGCGCCGUGU- - == ==——=—==———=—————————— CCCUCGUAAACCUUUCGUG 322
KRKKKK KKK KKK KA XX XX *FF**%GG0990999999.66666554555555433 . ... ittt EX XK KK KKK KX X XX ) **K** PP

6.9e-49 146.1 0.0 cm 1 291 [] 45 314 + .. 0.91 no 0.58

98

144
PP

NC
Cs
198

243
PP

NC
Cs
98

152
PP

NC
Cs
198

251
PP



v v VvV v v
<< SE>>===(((CCCCCCCCCC(e===((((========~ ((((((m=mmmmmmmm e Lo CCO=00eeeeeeeeeeeeee. o
srp3 1 cgGCUGUAAUGGCcguAaagcgGGAAUGcGcuc.uGuucaaacuCAagGAcuccgcUCuauuGeGCGCUg.gUUcGegacuccgeCgeccccagacguc. ca
GGCUGUAAUGGCC AA::CGGGAAU CG::: U:::: C CAA G c:C U G+GCGCUG GUUC+:GA C::CC:C:C: GA ::C

KJ742393 45 CGGCUGUAAUGGCCCCAAGUCGGGAAUGCGAGGUGAUGUUUCCACAACGGAAUCACGUGCUCGUGCGCUGaGUUCAAGAC-CGUCCCCUCUGGAAAACUUU

KA KK AKAAA KK AR I KA AKX KK A A A A KK A A XA A HNEEFFEE7888888888000F h kA Xk k kA XXk kA XXX Qh A Xk k¥ *xQQQ H*hrxkkhhrkkhhrxkkhhxx

v v v v
(C((, . <<<LLLLL =<k SESSSSS>-—=>S5SS55KC SO m m = <KLKLKLK—m = =<K SS>———=>>>>->>>>>>>)) ) ) )
srp3 99 GGuuc.cacgcccgcccgecceccGCAagggguggggUcgggecguggaUAAuuggacgugGUcugggguAGuCgGGCAACCGAGCAccccgecacguccagCCu
GG::+ C: ::C : CGC::CG AAG::GUG :+ G:: :G::UAA:: G C:U:G C ::G:+AG+:::GCAA:::+GCA:C::G:A:G C ::CC:
KJ742393 145 GGUGUcCAUCAUCCCUCGCGGCGUAAGCUGUGGCC-GGAUUUGGAGUAAUCGGCCCUUGAC-UAGCCAGGGAAGCAAUUCCGCAGCUAGCAGGACUCACCG

KAAX AR BEEOEEEEQF F A A Xk hk kA A Xk kA Xk Kk * %) 5EEEEOEQTH IR A A hhhAxhhhh KAhkhhhrhkhhhxkhkhhrrkhhhkrdhkhhkrkxkhkhrxkkhhxx

v v VvV NC

)))))=)))==))))===))))) ) == ) )))====))))) ) === ))=)) mmm e e )))))))))))))) ) CS

srp3 199 ggacgcucuUaggggAUacGgcgggc. .gucgGuuCguggagggaGuCuucgggCaauaagaugUcacauCugugCcgagCgCAAACCuuculUUU 291
:G:: 4+UC UA:G:GAU+:GG: :G++ UC:GU G:G G+ Crit:: C:::CG AAACCUU:: U

KJ742393 244 AGUUGGUCUUAGGAGAUCAGGGCGUGUCAUCUGUC-GCGCGGGUGCGCCGUGU-———===——=————————————— CCCUCGUAAACCUUUCGUG 314

KRKXKKK KKK KK KX XXX K FF**%GG099999999.66666554555555433 . ... ittt BF A XK A A XK I A XK KA XK KK PP

>> KJ742411
rank E-value score Dbias mdl mdl from mdl to seq from seq to acc trunc gc

(13) ! 6.9e-49 146.1 0.0 cm 1 291 [] 45 314 + .. 0.91 no 0.58

v v VvV v v
<< SE>>===(((CCCCCCCCCCC(e===((((========~ ((((( (=== Lo CCC=00eeeeeeeeeeeeeee. o
srp3 1 cgGCUGUAAUGGCcguAaagcgGGAAUGcGcuc.uGuucaaacuCAagGAcuccgcUCuauuGeGCGCUg.gUUcGegacuccgecCgeccccagacguc. ca
GGCUGUAAUGGCC AA::CGGGAAU CG::: U:::: C CAA G c:C U G+GCGCUG GUUC+:GA C::CC:C:C: GA ::C
KJ742411 45 CGGCUGUAAUGGCCCCAAGUCGGGAAUGCGAGGUGAUGUUUCCACAACGGAAUCACGUGCUCGUGCGCUGaGUUCAAGAC-CGUCCCCUCUGGAAAACUUU

AKX KK A AA K KA I KA A KA A A A KK AKX A A HNEEFFEE7888888888000* h kA Xk k kA XXk kA XXX Qh A Xk k¥ Xk QQQ H*hxkkhhrkkhhrxkkhhxx

v v v v
(C((, . <<<LLLLL =<k SSSSSS>>——=>>>>>>>LK >><LLLLL L === =<LKLL === =<K SS>———=>>>>->>>>>>>)) ) ) )
srp3 99 GGuuc.cacgcccgcccgecceccGCAagggguggggUcgggecguggaUAAuuggacgugGUcugggguAGuCgGGCAACCGAGCAcccecgecacguccagCCu
GG::+ C: ::C ¢ CGC::CG AAG::GUG :+ G:: :G::UAA:: G C:U:G C ::G:+AG+:::GCAA:::+GCA:C::G:A:G C ::CC:

KJ742411 145 GGUGUcCAUCAUCCCUCGCGGCGUAAGCUGUGGCC-GGAUUUGGAGUAAUCGGCCCUUGAC-UAGCCAGGGAAGCAAUUCCGCAGCUAGCAGGACUCACCG

KAAX AR BEEEEEEQF F A Xk hkh kA Xk kA A Xk k* %) F5EEEEOEQTH IR A Ak hhhhrhdhhh Fhkhhrhrhhhhxhhhhrrhhhhxdhkhhkrxkhhrxkkhhxx

v v AaVavs NC

)))))=)))==))))===))))) ) == ) )))====))))) ) === ))=)) mmmm e e )))))))))))))) ) CS

srp3 199 ggacgcucuUaggggAUacGgcgggc. .gucgGuuCguggagggaGuCuucgggCaauaagaugUcacauCugugCcgagCgCAAACCuuculUUU 291
:G:: 4UC UA:G:GAU+:GG: :G++ UC:GU G:G G+ Crit:: C:::CG AAACCUU:: U

KJ742411 244 AGUUGGUCUUAGGAGAUCAGGGCGUGUcCAUCUGUC-GCGCGGGUGCGCCGUGU-———===——=————————————— CCCUCGUAAACCUUUCGUG 314

KRKKKK KKK KKK XXX K *F**K%GG099999999.66666554555555433 . ... ittt BF A XK A A XK AF A XK KA X KKK PP

>> FJ596848

NC
Cs
98

144
PP

NC
Cs
198

243
PP

NC
Cs
98

144
PP

NC
Cs
198

243
PP



rank E-value score Dbias mdl mdl from mdl to seq from seq to acc trunc gc

(14) ! 7.3e-49 1l46.1 0.0 cm 1 291 [1] 59 325 + .. 0.94 no 0.56
v v Navavs vV v NC
<< SE>>===(((CCCCCCCCCCC(e===((((========~ ((((( (=== Lo (ee=ceececceeeeeeecee. e cs
srp3 1 cgGCUGUAAUGGCcguAaagcgGGAAUGcGecuc.uGuucaaacuChAagGAcuccgcUCuauuGeGCGCUg.gUUcGegacuccgeCgccccagacguc.ca 98
GG UGUAAUG CC AA ++GGGAAU CG::: G :::: C CAA G C C:C U G+GCGCUG GUUC+:GA C::CC:C:CC GA:::C

FJ596848 59 CGGUUGUAAUGGCCCCAAGUUGGGAAUGCGAGGUGGYGUUUCCACAACGGCAUCACGUGCUCGUGCGCUGaGUUCAAGAC-CGUCCCCUCCGGAAAACUUU 158

AKX KK AKAAA KK AAA I K AAAA K KA A A KR A A XA K*T T T 7888999099000 0 A Ak kA XA Kk Kk A AKX KKK AAXAKXQh A XX ¥k ¥ X QQQ HFhrxkxkkhhkxkkhhkrxxkk*xx PP

Nav \avs v v NC

(C((, . <<<LLLLL =<k SESSSSS>-—=>S5SS55C SO m m = <KLKLKLKmm = =<K SS>—===>>>>->>>>>>>))))) CS

srp3 99 GGuuc.cacgcccgcccgecceccGCAagggguggggUcgggecguggaUAAuuggacgugGUcugggguAGuCgGGCAACCGAGCAccccgcacguccagCCu 198
GG::C C: ::C : CGC::CG AAG::GUG : G:: :G::UAA:: G:C:U G C ::G:+AG+:::G+AA:::+GCA:C::G A:G:C ::CC:

FJ596848 159 GGUGCcCAUCAUCCCUCGCAGCGUAAGCUGUGGCU-GGAUUUGGAGUAAUCGGUCCUCGAC-UAGCCAGGGAAGUAAUUCCGCAGCUAGCAGGACUCACCG 257

AAXKKRNBEEOEHEOH T F A h AKXk kh kA Xk hkhhxkk**xQ F5EEEETTTHrFxFhhhrkhhhrkhhh Fhkkhhrxrhhhrrhhhhxkhkhhrxkhhhkxkkhhkxxkkrxxx pPp

v vv VvV NC
)))))=)))==))))===))))) ) == ))))====))))) ) ———=—= ))=)) mmm e e )))))))))))))) ) CS
srp3 199 ggacgcucuUaggggAUacGgcgggc. guchuuCguggagggaGuCuucgggCaauaagauchacauCugugCcgagCgCAAACCuucuUUU 291
:G:::4UC UAGG:GAU+:GG: :G++ UC:GU G:G GG+ Crit:: C:::CG AAACCU Uuuu
FJ596848 258 AGUUAGUCUUAGGAGAUCAGGGUGUGUcCAUCUGUC-GCGUGGGUGYGCCGUGU-—=-—===———————————————— CCCUCGUAAACCU———UUU 325
KRXKKK KKK AKX AKX XX XXX %% G0999889999999 . *****x9090909099988766. . . v v v vt ii it iinnn. GrREAxxF KKK KKK xxx PP
>> KJ705210
rank E-value score Dbias mdl mdl from mdl to seq from seq to acc trunc gc
(15) ! 1.1e-48 145.6 0.0 cm 1 291 [] 34 303 + .. 0.91 no 0.56
v vv v v NC
<< SE>>===(((CCCCCCCCCCC(e===((((========~ ((((( (=== Lo (ee=ceeeeceeeeeeeecee. e cs
srp3 1 cgGCUGUAAUGGCcguAaagcgGGAAUGcGecuc.uGuucaaacuChAagGAcuccgcUCuauuGeGCGCUg.gUUcGegacuccgeCgeccccagacguc.ca 98
:GGCUGUAAUGGCC: AA: GGGAAU CG::: U++:: C CAA G : :C:C U G+GCGCUG GUUC+:GA C::CC:C:CC GA:::C

KJ705210 34 UGGCUGUAAUGGCCCCAAGUCGGGAAUGCGAGGUGAUGUUUCCACAACGGAAUCACAUGCUCGUGCGCUGaGUUCAAGAC-CGUCCCCUCCGGAAAACUUU 133

KA KK KKK A KK AR K KA AAKA K KA A KKK AKX AR KNGEEEFFE7TTTE888888900 *h kA XAk kA A Xk h kA XX Qhk A X *x ¥k ¥k QQQ H*hrxxkkhhkxkkhhkrxxkkrxx PP

Nav vv NC

(C((, . <<<LLLLL =<k SSSSSS>>——=>>>>>>>LK >><LLLLL L === =<LKLL === =<K SS>—===>>>>->>>>>>>))))) CS

srp3 99 GGuuc.cacgcccgcccgecccGCAagggguggggUcgggecguggaUAAuuggacgugGUcugggguAGuCgGGCAACCGAGCAccccgcacguccagCCu 198
GG::+ C: ::C ¢ CGC::CG AAG::GUG :+ G:: :G::UAA:: G:C:U:G C ::G:+AG+:::GCAA:::+ CA:C::G:A:G:C ::CC:

KJ705210 134 GGUGUcCAUCAUCCCUCGCAGCGUAAGCUGUGGCC-GGAUUUGGAGUAAUCGGUCCUUGAC-UAGCCAGGGAAGCAAUUCCACAGCUGGCAGGACUCACCG 232

KAAX KK BEEEEEEQF F A Xk hkh kA Xk hh*A Xk k%% H5EEEEOEOQTHAFFhhhrkhhhrhhhh Fhkkhhrxkhhhrrkhhhxkhkhhrxxkhhhkxkkhhkxxkkxxx Pp

v v \avs v NC

)))))=)))==))))===))))) ) == ) ) ) === =)))) ) ) e ))=)) mmm e e ))))))))))))))) e CS

srp3 199 ggacgcucuUaggggAUacGgcgggc. .gucgGuu. CguggagggaGuCuucgggCaauaagauchacauCuguchgagCgCAAACCuucuUUU 291
:G:::4UC UAGG:GAU+:GG: :G++ UC:GU CG:G: :G+ HH UG C:::CG AAACCU

KJ705210 233 AGUUAGUCUUAGGAGAUCAGGGCGUGuUcCAUCUGUCgCGUGGGUGUGC--CG——=-=——=———————————————— UGUCCCUCGUAAACCUCGUGCA 303



KKK KA KKK KK Kk KK KKk XK kK kXX 009090999098555555544322. .22 Lttt e e 3336 FxF Kk x KKk x KKk xxkk PP

>> AB588960

rank E-value score Dbias mdl mdl from mdl to seq from seq to acc trunc gc
(16) ! 1.2e-48 145.5 0.0 cm 1 291 [] 33 302 + .. 0.91 no 0.58
v v VvV \% v

<< SE>>===(((CCCCCCCCCCC(e===((((========~ ((((( (=== Lo CCO=00eeeeeeeeeeeeee. o

srp3 1 cgGCUGUAAUGGCcguAaagcgGGAAUGcGcuc.uGuucaaacuCAagGAcuccgcUCuauuGeGCGCUg.gUUcGegacuccgeCgeccccagacguc. ca
GGCUGUAA GGCC AA::CGGGAAU CG::: U:::: C CAA G Cc:C U G+GCGCUG GUUC+:GA C::CC:C:C: GA ::C

AB588960 33 CGGCUGUAACGGCCCCAAGUCGGGAAUGCGAGGUGAUGUUUCCACAACGGAAUCACGUGCUCGUGCGCUGaGUUCAAGAC-CGUCCCCUCUGGAAAACUUU

AKX KK AKAAA KK AAA I KA AAA KA A A A KK A A XA A HEEFFEE7888888888000* h kA Xk k kA XXk kA XXX Qh A Xk k¥ Xk QQQ H*hrxkkhhrxkh kA xkkhhxx

v v v v
(C((, . <<<LKLLLL =<k SSSSSS>>——=>>>>>>>LK >><LLLLLL === =<LKLL === =<K SS>———=>>>>->>>>>>>)) ) ) )
srp3 99 GGuuc.cacgcccgcccgecceccGCAagggguggggUcgggecguggaUAAuuggacgugGUcugggguAGuCgGGCAACCGAGCAcccecgecacguccagCCu
GG::+ C: ::C ¢ CGC::CG AAG::GUG :+ G:: :G::UAA::GG C:U:G C ::G:+AG+:::G+AA:::+GCA:C::G:A:G CC::CC:

AB588960 133 GGUGUcCAUCAUCCCUCGCGGCGUAAGCUGUGGCC-GGAUUUGGAGUAAUCGGCCCUUGAC-UAGCCAGGGAAGUAAUUCCGCAGCUAGCAGGACCCACCG

AKX AR BEEOEEEENQF A Xk hkh kA Xk kA A Xk k* %) 5EEEEOEQTH I A Ak khhhrhhhh Fhkhhhrhhhhxkhkhhrrkhhhkrdhkhhkrxkhhrxkkhhxx

v v AaVavs NC

))I)))=)))==))))===))))) ) == ) )))====))))) ) ===~ ))=)) mmm e e )))))))))))))) ) CS

srp3 199 ggacgcucuUaggggAUacGgcgggc. .gucgGuuCguggagggaGuCuucgggCaauaagaugUcacauCugugCcgagCgCAAACCuuculUUU 291
:G:: 4+UC UA:G:GAU+:GG: :G++ UC:GU G:G G+ Crit:: C:::CG AAACCUU:: U

AB588960 232 AGUUGGUCUUAGGAGAUCAGGGCGUGUCAUCUGUC-GCGCGGGUGCGCCGUGU-—=-—==————————————————— CCCUCGUAAACCUUUCGUG 302

KRKXKKK KK KKK KKK XXX XK F***K%GG099999999.66666554555555433 . ... ittt BF A XK A A XK AF A XK KA X KKK PP

>> KJ742395

rank E-value score Dbias mdl mdl from mdl to seq from seq to acc trunc gc
(17) ! 1.9e-48 144.9 0.0 cm 1 291 [1] 45 314 + .. 0.91 no 0.58
VvV v v
<< SE>>===(((CCCCCCCCCCC(e===((((========~ ((((( (=== Lo CCO=00eeeeeeeeeeeeee. o
srp3 1 cgGCUGUAAUGGCcguAaagcgGGAAUGcGcuc.uGuucaaacuCAagGAcuccgcUCuauuGeGCGCUg.gUUcGegacuccgecCgeccccagacguc. ca
: GGCUGUAA+GGCC: AA::CGGGAAU CG::: U:::: C CAA G c:C U G+GCGCUG GUUC+:GA C::CC:C:C: GA ::C

KJ742395 45 YGGCUGUAAYGGCCCMAAGUCGGGAAUGCGAGGUGAUGUUUCCACAACGGAAUCACGUGCUCGUGCGCUGaGUUCAAGAC-CGYCCCCUCUGGAAAACUUU

AKX KK AKAAA KK AR I KA AKX A KA A A A KK A A XA A HNEEFFEE7888888888000* , kA Xk k kA XXk kA XXX Qh A X *k k¥ X QOO H*Arxkkhhrkkhhrxkkhhxx

v v v v
(C((, . <<<LLLLL =<k SSSSSS>>——=>>>>>>>LK >><LLLLL L === =<LKLL === =<K SS>———=>>>>->>>>>>>)) ) ) )
srp3 99 GGuuc.cacgcccgcccgececcGCAagggguggggUcgggecguggaUAAuuggacgugGUcugggguAGuCgGGCAACCGAGCAccccgecacguccagCCu
GG::+ C: ::C ¢ CGC::CG AAG::GUG :+ G:: :G::UAA:: G C:U:G C ::G:+AG+:::G+AA:::4+GCA:C::G:A:G C ::CC:

KJ742395 145 GGUGUcCAUCAUCCCUCGCGGCGUAAGCUGUGGCC-GGAUUUGGAGUAAUCGGCCCUUGAC-UAGCCAGGGAAGYAAUUCCGCAGCUAGCAGGACUCACCG

AKX AR BEEOEEEEQF F A A Xk hkh kA Xk kA *A Xk k* %) 5EEEEOEQTH IR A A hhhhxhdhhh FAhkhhhrhhhhxkhhhrrkhhhrdhkhhkrxkhkhrxkkhhxx

A v vVvV NC

1))))=)))==))))===))))) ) ==..)))) ====)))))) ====-= )} =) ) mmmmmmmmm oo 1))))))))))))) ) rxx CS

NC
Cs
98

132
PP

NC
Cs
198

231
PP

NC
Cs
98

144
PP

NC
Cs
198

243
PP



srp3 199 ggacgcucuUaggggAUacGgcgggce. .gucgGuuCguggagggaGuCuucgggCaauaagaugUcacauCugugCcgagCgCAAACCuuculUUU 291
:G:: 4+UC UA:G:GAU+:GG: :G++ UC:GU G:G G+ Crit:: C:::CG AAACCUU:: U

KJ742395 244 AGUUGGUCUUAGGAGAUCAGGGCGUGUcCAUCUGUC-GCGCGGGUGCGCCGUGU-————==——=————————————— CCCUCGUAAACCUUUCGUG 314

KERKXKKK KK KKK KKK XXX XK FF*XK%GG099999999.66666554555555433 . ... ittt BF A XK AFA XK A A XK KA XK KK PP

>> UDB016000

rank E-value score Dbias mdl mdl from mdl to seq from seq to acc trunc gc
(18) ! 3.6e-48 144.1 0.0 cm 1 291 [1] 129 400 + .. 0.92 no 0.57
v v v VvV v
<<<< S>E>>===(( (OO === ((((=m======~ (CCC((=mmmmmmmmm e Smmm- (CCC=0Ceeeeeeeeeeed(
srp3 1 cgGCUGUAAUGGCcguRAaagcgGGAAUGcGcuc. . .uGuucaaacuCAagGAcuccgcUCuauuGeGCGCUg.gUUcGegacuccgeCgccccagacguc
:GGCUGUAAUGGCC: AA G GGGA:U CG::: UGU C:: CUCAA G ++ C:C UUG+GCGC G GUUC+:GA :::CC:C:CCAGA:::C

UDB016000 129 UGGCUGUAAUGGCCCCAAGGUGGGAAUGCGAGGcgaUGUUCUCCCUCAACGGAGUCACGUGCUUGUGCGCCGaGUUCAAGAC-UGUCCCCUCCAGAAAAC

KAKKAKAAAKKAAA A K AAAF R KA A A A KA A XA XXX 088888888888909008880000 %,k hhxkkhh*x*x* %8GRk * A *x* ¥ QQQ Fhkhhrkkkhrxkkhhxx

v v v v
OO, <<= SSSSSS>>——=>>>>>>>LK >><LLLLL L === =<LKLL === =<K SS>———=>>>>->>>>>>>)
srp3 97 .caGGuuc.cacgcccgcccgecccGCAagggguggggUcgggecguggaUAAuuggacgugGUcugggguAGuCgGGCAACCGAGCAccccgcacgucca
::GG::+ C: ¢ :C : CGC::CG A G::GUG :+ G: : :G::UAA:::G C:U:GUC ::G:+AG+:::G AA:::+GCA:C::G:A:G C::

UDB016000 228 uUUGGUGUcCAUAGUCCCUCGCAGCGUAGGCUGUGGCC-GGAUUUGGAGUAAUCAGCCCUUGUC-UAGCCAGGGAAGAAAUUCCGCAGCUAGCAGGACUC

KAKKKKKXKXTTTTTTTTORF ARk rkkhkhkhkxkkhdxxx*%%Q 809000000,k kkkhhxhhhhrkhh *rxkkhhArhhhhrrhhhhxdhhhrdkhhrxkkhhxx

v vvv v v v

)N ==))))===)) ) ) ) ) == ))) ) == =) )) ) ) ) e ))=)) mmm e e ))))))))))))))) s
srp3 195 gCCuggacgcucuUaggggAUacGgcgggc. .gucgGuu.CguggagggaGuCuucgggCaauaagaugUcacauCugugCcgagCgCAAACCuuculUUU

:CC::G:::+UCUUAGG:GAU+:GG::: + UC:GU CG:G 1 :+G GC+ UG C:::CG A:ACCU C U
UDB016000 326 ACCGAGUUAGUCUUAGGAGAUCAGGGCACGuUcAUCUGUCgCGCG-—————-—---= GGUGCGCCG—=—=———————————— UGUCCCUCGUAGACCUUCAUAC
KHRKXXXXK KKK KK AKX XXX XX x* %% %0008888888888844444......... 334333444, ... 5557 X xx KKK kok ok k kA kXX xxKx
>> UDB011195
rank E-value score Dbias mdl mdl from mdl to seq from seq to acc trunc gc
(19) ! 3.6e-48 144.1 0.0 cm 1 291 [1] 131 402 + .. 0.92 no 0.57
v v v VvV v
<<<< S>E>>===(( (OO === ((((=m======~ (CCC((=mmmmmmmmm e Smmm- (CCC=0Ceeeeeeeeeeed(
srp3 1 cgGCUGUAAUGGCcguRAaagcgGGAAUGcGcuc. . .uGuucaaacuCAagGAcuccgcUCuauuGeGCGCUg.gUUcGegacuccgeCgccccagacguc
:GGCUGUAAUGGCC: AA G GGGA:U CG::: UGU C:: CUCAA G ++ C:C UUG+GCGC G GUUC+:GA :::CC:C:CCAGA:::C

UDB011195 131 UGGCUGUAAUGGCCCCAAGGUGGGAAUGCGAGGcgaUGUUCUCCCUCAACGGAGUCACGUGCUUGUGCGCCGaGUUCAAGAC-UGUCCCCUCCAGAAAAC

KAKKAKAKAAKKAAA KK AAAA K KA A A KK A A XXX *X088888888888909008880000 %,k hhrxkkhh*x*x*¥%k8QQOk**A*x* ¥ QQQ Fhkhkhrkkhkhrxkkhhxx

v v v v
OO, <<= SSSSSS>>——=>>>>>>>LK >><LLLLL L === =<LKLL === =<K SS>———=>>>>->>>>>>>)
srp3 97 .caGGuuc.cacgcccgcccgecccGCAagggguggggUcgggecguggaUAAuuggacgugGUcugggguAGuCgGGCAACCGAGCAccccgcacgucca
::GG::+ C: ¢ :C : CGC::CG A G::GUG :+ G: : :G::UAA:::G C:U:GUC ::G:+AG+:::G AA:::+GCA:C::G:A:G C::

UDB011195 230 uUUGGUGUcCAUAGUCCCUCGCAGCGUAGGCUGUGGCC-GGAUUUGGAGUAAUCAGCCCUUGUC-UAGCCAGGGAAGAAAUUCCGCAGCUAGCAGGACUC

KAKKKKXKXTTTTTTTTO KA hhrkkhkhkhkxkkhdxxx*%%Q 809009000,k kkhhxhhhhrkhhkh ArxkhhAxkkhhrrhhhhrdhhhrdkhhrxkkhhxx

NC
Cs
96

227
PP

NC
Cs
194

325
PP

NC
Cs
291

400
PP

NC
Cs
96

229
PP

NC
Cs
194

327
PP



UDB011195

>> KJ742390
rank E

(20) ! 3

srp3

v VvV v v v
)N ==))))===)) ) ) ) ) == ))) ) == =) )) ) ) ) e ))=)) mmm e e e ))))))))))))))) s
srp3 195 gCCuggacgcucuUaggggAUacGgcgggc. .gucgGuu.CguggagggaGuCuucgggCaauaagaugUcacauCugugCcgagCgCAAACCuuculUUU
:CC::G:::+UCUUAGG:GAU+:GG::: + UC:GU CG:G 1 :+G GC+ UG C:::CG A:ACCU C U
328 ACCGAGUUAGUCUUAGGAGAUCAGGGCACGuUcCAUCUGUCgCGCG-——-===——~— GGUGCGCCG—=—————————————— UGUCCCUCGUAGACCUUCAUAC
KHRKXXXXK KKK KA A AKX XXX x* %% %0008888888888844444......... 334333444, ... 5557 xxx KKK kokk ok kAKX X xxK*
-value score bias mdl mdl from mdl to seq from seq to acc trunc gc
.7e-48 144.1 0.0 cm 1 291 [1] 36 305 + .. 0.91 no 0.58
v v VvV v v
<< SE>>===(((CCCCCCCCCCC(e===((((========~ ((((( (=== Lo CCC=00eeeeeeeeeeeeeee. o
1 cgGCUGUAAUGGCcguhAaagcgGGAAUGcGcecuc.uGuucaaacuCAagGAcuccgcUCuauuGeGCGCUg.gUUcGegacuccgecCgccccagacguc. ca
GGCUGUAA GGCC AA::CGGGAAU CG::: U:::: C CAA G Cc:C U G+GCGCUG GUUC+:GA C::CC:C:C: GA ::C

KJ742390

srp3

KJ742390

srp3

KJ742390

>> KJ742402
rank E

(21) ! 9

srp3

KJ742402

srp3

36 CGGCUGUAACGGCCCCAAGUCGGGAAUGCGAGGUGAUGUUUCCACAACGGAAUCACGUGCUCGUGCGCUGaGUUCAAGAC-CGUCCCCUCUGGAAAACUUU

AKX KK AKAAA K KA K KA AKX KA KA A A A KK AKX KA HNEEFFEHE7888888888000* h kA Xk k kA XXk kA XXX Qh A Xk k¥ Xk QQQ H*hrxkkhhrkkhhrhxkkhhxx

v v v v
(C((, . <<<LLLLL =<k SSSSSS>>——=>>>>>>>LK >><LLLLL L === =<LKLL === =<K SS>———=>>>>->>>>>>>)) ) ) )
99 GGuuc.cacgcccgcccgecceccGCAagggguggggUcgggecguggaUAAuuggacqgugGUcugggguAGuCgGGCAACCGAGCAccececgecacguccagCCu
GG::+ C: ::C ¢ CGC::CG AAG::GUG :+ G:: :G::UAA::GG C:U:G C ::G:+AG+:::G++A:::+GCA:C::G:A:G CC::CC:

136 GGUGUcCAUCAUCCCUCGCGGCGUAAGCUGUGGCC-GGAUUUGGAGUAAUCGGCCCUUGAC-UAGCCAGGGAAGURAUUCCGCAGCUAGCAGGACCCACCG

AKX AR BEEOEEEEQF FF A A Xk hkh kA Xk kA A Xk Kk * %) F5EEEEOEQTH IR A Ak khhhrhhhh Fhkhhhrhhhhxhhhhrrkhhhrdhkhhrkxkhhrxkkhhxx

v v VvV NC

)))))=)))==))))===))))) ) == ) )))====))))) ) === ))=)) mmm e e )))))))))))))) ) CS

199 ggacgcucuUaggggAUacGgcgggc. .gucgGuuCguggagggaGuCuucgggCaauaagauglUcacauCugugCcgagCgCAAACCuuculUUU 291
:G:: 4+UC UA:G:GAU+:GG: :G++ UC:GU G:G G+ Crit:: C:::CG AAACCUU:: U

235 AGUUGGUCUUAGGAGAUCAGGGCGUGUCAUCUGUC-GCGCGGGUGCGCCGUGU-—————=———————————————— CCCUCGUAAACCUUUCGUG 305
KRKXKKK KK KKK KX XXX XK HF**X%GG099999999.66666554555555433 . ... ittt EX XK KK KKK KX XXX K **** PP
-value score bias mdl mdl from mdl to seq from seq to acc trunc gc
.7e-48 143.0 0.0 cm 1 291 [1] 45 314 + .. 0.91 no 0.58
v v VvV v v
<< SE>>===(((CCCCCCCCCCC(e===((((========~ ((((( (=== Lo CCO=00eeeeeeeeeeeeeee. o
1 cgGCUGUAAUGGCcguAaagcgGGAAUGcGcuc.uGuucaaacuCAagGAcuccgcUCuauuGeGCGCUg.gUUcGegacuccgeCgccccagacguc. ca
GGCUGUAAUGGCC AA::CGGGA:U CG::: U:::: C CAA G Cc:C U G+GCGCUG GUUC+:GA C::CC:C:C: GA ::C

45 CGGCUGUAAUGGCCCCAAGUCGGGAAUGCGAGGUGAUGUUUCCACAACGGAAUCACGUGCUCGUGCGCUGaGUUCAAGAC-CGUCCCCUCUGGAAAACUUU

KA KK AKAAA KK AAKA I K AAAA KA A A A AR AKX KA A HNEEFFEE7888888888000* h kA Xk h kA XXk kA XXX Qh A Xk k¥ Xk QQQ H*hrxkkhhrkkhhrxkkhhxx

v v v v
(C((, . <<<LLLLL =<k SSSSSS>>——=>>>>>>>LK >><LLLLL L === =<LKLL === =<K SS>———=>O>>->>>>>>>)) ) ) )
99 GGuuc.cacgcccgcccgecceccGCAagggguggggUcgggecguggaUAAuuggacgugGUcugggguAGuCgGGCAACCGAGCAcceccgcacguccagCCu

NC
Cs
291

402
PP

NC
Cs
98

135
PP

NC
Cs
198

234
PP

NC
Cs
98

144
PP

NC
Cs
198



KJ742402 145

GG::+ C: ::C ¢ CGC::CG AAG::GUG :+ G:: :G::UAA:: G C:U:G C ::G:+AG+:::GCAA:::4+GCA:C::G:A:G C ::CC:
GGUGUcCAUCAUCCCUCGCGGCGUAAGCUGUGGCC-GGAUUUGGAGUAAUCGGCCCUUGAC-UAGCCAGGGAAGCAAUUCCGCAGCUAGCAGGACUCACCG 243

KAAX KR BEEEEEEQF F A Xk hkh kA Xk kh*A Xk k%% H5EEEEOEOQTH I Fhhhrkhhhrkhhh Fhkkhhrdhhhrrhhhhxkhkhhrxxkhhhkxkkhhkxxkkrxxx pPp

v v AAVavs NC
)))))=)))==))))===))))) ) == ))))====))))) ) === ))=)) mmm e e e )))))))))))))) ) CS
srp3 199 ggacgcucuUaggggAUacGgcgggc. guchuuCguggagggaGuCuucgggCaauaagauchacauCugugCcgagCgCAAACCuucuUUU 291
:G:: 4+UC UA:G:GAU+:GG: :G++ UC:GU G:G G+ Crit:: C:::CG A:ACCUU:: U
KJ742402 244 AGUUGGUCUUAGGAGAUCAGGGCGUGUcCAUCUGUC-GCGCGGGUGCGCCGUGU-———===———————————————— CCCUCGUAGACCUUUCGUG 314
KRXKKK KK KKK KX XXX K FF*%%GG099999999.66666554555555433 . ... ittt EX XK KKK KKK XXX ) **** PP
>> KJ742403
rank E-value score Dbias mdl mdl from mdl to seq from seq to acc trunc gc
(22) ! 9.7e-48 143.0 0.0 cm 1 291 [] 56 325 + .. 0.91 no 0.58
v v \avavs v v NC
<< SE>>===(((CCCCCCCCCCCe===((((========~ ((((( (=== Lo (ee=ceececceeeeeeccee. e cs
srp3 1 cgGCUGUAAUGGCcguAaagcgGGAAUGcGecuc.uGuucaaacuChAagGAcuccgcUCuauuGeGCGCUg.gUUcGegacuccgecCgccccagacguc.ca 98
GGCUGUAAUGGCC AA::CGGGA:U CG::: U:::: C CAA G c:C U G+GCGCUG GUUC+:GA C::CC:C:C: GA ::C

KJ742403 56

srp3 99

KJ742403 156

CGGCUGUAAUGGCCCCAAGUCGGGAAUGCGAGGUGAUGUUUCCACAACGGAAUCACGUGCUCGUGCGCUGaGUUCAAGAC-CGUCCCCUCUGGAAAACUUU 155

AKX KK AAAA KK AAA I KA AAA K KA A KA R A A XA A HNEEFFFE7888888888000* h kA Xk k kA A Xk h kA XX Qhk A X *x ¥k %%k QQQ H*hrxkkkhhkxkkhhkrxxkk*xx PP

Nav vv v v NC
(C((, . <<<LLLLL =<k SESSSSS>-—=>S5SS55KC SO m m = <KLKLKLK—m = =<K SS>—===>>>>->>>>>>>))))) CS
GGuuc.cacgcccgcccgceccccGCAagggguggggUcgggecguggaUAAuuggacgugGUcugggguAGUCgGGCAACCGAGCAccccgcacguccagCCu 198
GG::+ C: ::C ¢ CGC::CG AAG::GUG :+ G:: :G::UAA:: G C:U:G C ::G:+AG+:::GCAA:::+GCA:C::G:A:G C ::CC:

GGUGUcCAUCAUCCCUCGCGGCGUAAGCUGUGGCC-GGAUUUGGAGUAAUCGGCCCUUGAC-UAGCCAGGGAAGCAAUUCCGCAGCUAGCAGGACUCACCG 254

KAAX AR BEEEEEEQF F A Xk kh kA Xk hh*A Xk k* %) F5EEEEOEOQTH I Fhhhrkhhhxkhhh Fhkkhhrrhhhrrhkhhhxkhkhhrxrhhhhkxkkhhrxxkkrxxx Pp

v v AAVavs NC
)))))=)))==))))===))))) ) == ) )))====))))) ) === ))=)) mmm e e )))))))))))))) ) CS
srp3 199 ggacgcucuUaggggAUacGgcgggc. guchuuCguggagggaGuCuucgggCaauaagauchacauCugugCcgagCgCAAACCuucuUUU 291
:G:: 4+UC UA:G:GAU+:GG: :G++ UC:GU G:G G+ Crit:: C:::CG A:ACCUU:: U
KJ742403 255 AGUUGGUCUUAGGAGAUCAGGGCGUGUcCAUCUGUC-GCGCGGGUGCGCCGUGU-————==——=————————————— CCCUCGUAGACCUUUCGUG 325
KRKXKKK KKK KKK KA XXX K F**%%GG099999999.66666554555555433 . ... ittt EX XK KK KKK KX X XXX **** PP
>> KJ742404
rank E-value score Dbias mdl mdl from mdl to seq from seq to acc trunc gc
(23) ! 9.7e-48 143.0 0.0 cm 1 291 [] 62 331 + .. 0.91 no 0.58
v v \avavs v v NC
<< SE>>===(((CCCCCCCCCCC(e===((((========~ ((((( (=== Lo (ee=ceeeeceeeeeeeccee. e cs
srp3 1 cgGCUGUAAUGGCcguAaagcgGGAAUGcGecuc.uGuucaaacuChAagGAcuccgcUCuauuGeGCGCUg.gUUcGegacuccgeCgccccagacguc.ca 98

KJ742404 62

GGCUGUAAUGGCC AA::CGGGA:U CG::: U:::: C CAA G Cc:C U G+GCGCUG GUUC+:GA C::CC:C:C: GA ::C
CGGCUGUAAUGGCCCCAAGUCGGGAAUGCGAGGUGAUGUUUCCACAACGGAAUCACGUGCUCGUGCGCUGaGUUCAAGAC-CGUCCCCUCUGGAAAACUUU 161

KA KK KKK A KK AAA I KA AKX K KA A KA KA A XA A HNEEFFFE7888888888000* h kA Xk k kA A Xk h kA XX Qhk A XA *x ¥k %%k QQQ H*hrxkkkhhkxkkhkhkxxkkrxx PP



Nav vv v v NC

(C((, . <<<LLLLL =<k SSSSSS>>——=>>>>>>>LK >><LLLLLL === =<<LLL - == =<<LKL SS>—===>>>>->>>>>>>))))) CS
srp3 99 GGuuc.cacgcccgcccgecccGCAagggguggggUcgggecguggaUAAuuggacgugGUcugggguAGuUCgGGCAACCGAGCAccccgcacguccagCCu 198
GG::+ C: ::C ¢ CGC::CG AAG::GUG :+ G:: :G::UAA:: G C:U:G C ::G:+AG+:::GCAA:::+GCA:C::G:A:G C ::CC:

KJ742404 162 GGUGUcCAUCAUCCCUCGCGGCGUAAGCUGUGGCC-GGAUUUGGAGUAAUCGGCCCUUGAC-UAGCCAGGGAAGCAAUUCCGCAGCUAGCAGGACUCACCG 260

KAAX KK BEEEEEEQF F A A Xk hkh kA Xk hh A Xk k* %) F5EEEEOEOQTHAFFhhArhhhhrkhhh Fhkhhhrxkhhhhrrhkhhhxkhkhhrxrkhhhkxkkhhkrxxkkrxxx pPp

v v VvV NC
)))))=)))==))))===))))) ) == ))))====))))) ) === ))=)) mmm e e e )))))))))))))) ) CS
srp3 199 ggacgcucuUaggggAUacGgcgggc. guchuuCguggagggaGuCuucgggCaauaagauchacauCugugCcgagCgCAAACCuucuUUU 291
:G:: 4+UC UA:G:GAU+:GG: :G++ UC:GU G:G G+ Crit:: C:::CG A:ACCUU:: U
KJ742404 261 AGUUGGUCUUAGGAGAUCAGGGCGUGUCAUCUGUC-GCGCGGGUGCGCCGUGU-———===——=————————————— CCCUCGUAGACCUUUCGUG 331
KRKXKKK KK KKK KA XXX K *F*%%GG0990999999.66666554555555433 . ... ittt BF A XK A A XK AF A XK KA XK KK PP
>> KJ742405
rank E-value score Dbias mdl mdl from mdl to seq from seq to acc trunc gc
(24) ! 9.7e-48 143.0 0.0 cm 1 291 [] 45 314 + .. 0.91 no 0.58
v v \avavs v v NC

<< SE>>===(((CCCCCCCCCCCe===((((========~ ((((( (=== Lo (ee=ceececceeeeeeceee. e cs

srp3 1 cgGCUGUAAUGGCcguAaagcgGGAAUGcGecuc.uGuucaaacuChAagGAcuccgcUCuauuGeGCGCUg.gUUcGegacuccgecCgccccagacguc.ca 98
GGCUGUAAUGGCC AA::CGGGA:U CG::: U:::: C CAA G c:C U G+GCGCUG GUUC+:GA C::CC:C:C: GA ::C

KJ742405 45 CGGCUGUAAUGGCCCCAAGUCGGGAAUGCGAGGUGAUGUUUCCACAACGGAAUCACGUGCUCGUGCGCUGaGUUCAAGAC-CGUCCCCUCUGGAAAACUUU 144

KA KK KA AA K KA F KA AAA K KA A A AR A A XA A HNEEEFFE7888888888000* h kA Xk k kA A Xk h kA XX Qhk A X *x ¥k ¥k QQQ H*hrxkkkhhkxkkhhkrxxkkrxx PP

Nav vv v v NC
(C((, . <<<LLLLL =<k SESSSSS>-—=>S5SS55C SO m m = <KLKLKLKmm = =<K SS>—===>>>>->>>>>>>))))) CS

srp3 99 GGuuc.cacgcccgcccgecceccGCAagggguggggUcgggecguggaUAAuuggacgugGUcugggguAGuCgGGCAACCGAGCAccccgcacguccagCCu 198
GG::+ C: ::C ¢ CGC::CG AAG::GUG :+ G:: :G::UAA:: G C:U:G C ::G:+AG+:::GCAA:::+GCA:C::G:A:G C ::CC:

KJ742405 145 GGUGUcCAUCAUCCCUCGCGGCGUAAGCUGUGGCC-GGAUUUGGAGUAAUCGGCCCUUGAC-UAGCCAGGGAAGCAAUUCCGCAGCUAGCAGGACUCACCG 243

KAAX KK BEEEEEEQF F A A Xk kh kA Xk hh A xkk* %) H5EEEEOEOQTH I F kA A rkhhhxkhhh Fhkkhhrxdhhhrrkhhhxkhkhhrxxhhhhkxkkhhkxxkkrxxx pPp

v v AAVavs NC
)))))=)))==))))===))))) ) == ))))====))))) ) ———=—= ))=)) mmm e e )))))))))))))) ) CS
srp3 199 ggacgcucuUaggggAUacGgcgggc. guchuuCguggagggaGuCuucgggCaauaagauchacauCugugCcgagCgCAAACCuucuUUU 291
:G:: 4+UC UA:G:GAU+:GG: :G++ UC:GU G:G G+ Crit:: C:::CG A:ACCUU:: U
KJ742405 244 AGUUGGUCUUAGGAGAUCAGGGCGUGUcCAUCUGUC-GCGCGGGUGCGCCGUGU-———===——=————————————— CCCUCGUAGACCUUUCGUG 314
KRKXKKK KK KKK KX XXX K ***%%GG099999999.66666554555555433 . ... ittt BF A XK A A XK A A XK KA X KKK PP
>> KJ742406
rank E-value score Dbias mdl mdl from mdl to seq from seq to acc trunc gc
(25) ! 9.7e-48 143.0 0.0 cm 1 291 [] 45 314 + .. 0.91 no 0.58
A v \avavs v v NC
<< SE>>===(((CCCCCCCCCCC(e===((((========~ ((((((==mmmmmmm e Lo (ee=ceeeeceeeeeeeecee. e cs

srp3 1 cgGCUGUAAUGGCcguAaagcgGGAAUGcGecuc.uGuucaaacuChAagGAcuccgcUCuauuGeGCGCUg.gUUcGegacuccgeCgeccccagacguc.ca 98
GGCUGUAAUGGCC AA::CGGGA:U CG::: U:::: C CAA G c:C U G+GCGCUG GUUC+:GA C::CC:C:C: GA ::C



KJ742406 45 CGGCUGUAAUGGCCCCAAGUCGGGAAUGCGAGGUGAUGUUUCCACAACGGAAUCACGUGCUCGUGCGCUGaGUUCAAGAC-CGUCCCCUCUGGAAAACUUU

AKX KK AKAAA K KA F KA AAKA KA A A A KK A A XA A HEEFFEE7888888888000* h kA Xk k kA XXk kA XXX Qh A Xk k¥ X QQQ H*hrxkkhhrkkhhrxkkhhxx

v v v v
(C((, . <<<LLLLL =<k SSSSSS>>——=>>>>>>>LK >><LLLLL L === =<LKLLK === =<K SS>———=>O>>->>>>>>>)) ) ) )
srp3 99 GGuuc.cacgcccgcccgecceccGCAagggguggggUcgggecguggaUAAuuggacgugGUcugggguAGuCgGGCAACCGAGCAccccgecacguccagCCu
GG::+ C: ::C ¢ CGC::CG AAG::GUG :+ G:: :G::UAA:: G C:U:G C ::G:+AG+:::GCAA:::+GCA:C::G:A:G C ::CC:

KJ742406 145 GGUGUcCAUCAUCCCUCGCGGCGUAAGCUGUGGCC-GGAUUUGGAGUAAUCGGCCCUUGAC-UAGCCAGGGAAGCAAUUCCGCAGCUAGCAGGACUCACCG

AKX AR BEEOEEEENQF A A Xk hk kA A Xk kA A Xk *k* %) 5EEEEOEQTH IR A Ak hhAxhdhhh Fhkhhhrhhhhxkhhhrrhhhhkrdhkhhkrkxkhkhrxkkhhxx

v v VvV NC
I ==))))===))))) )= ))))m===)))) ) ) === ))=))mmm e ))))))))))))))) e CS
srp3 199 ggacgcucuUaggggAUacGgcgggc. guchuuCguggagggaGuCuucgggCaauaagauchacauCugugCcgagCgCAAACCuucuUUU 291
:G:: 4+UC UA:G:GAU+:GG: :G++ UC:GU G:G G+ Crit:: C:::CG A:ACCUU:: U
KJ742406 244 AGUUGGUCUUAGGAGAUCAGGGCGUGUcCAUCUGUC-GCGCGGGUGCGCCGUGU-———===——=————————————— CCCUCGUAGACCUUUCGUG 314
KKK KK KK KKK KX XXX *FF*%%GG0990999999.66666554555555433 . ... ittt X KA A KK I KX X KA A KKk xkx PP
>> KJ742407
rank E-value score Dbias mdl mdl from mdl to seq from seq to acc trunc gc
(26) ! 9.7e-48 143.0 0.0 cm 1 291 [] 59 328 + .. 0.91 no 0.58
v v VvV v v
<< SES>——= (((CCCCCCCCC(a===((((=mmmm=m== ((((((=mmmmmmmmm == s (CC=00eeeeeeeeeeeeee. oo
srp3 1 cgGCUGUAAUGGCcguAaagcgGGAAUGcGcuc.uGuucaaacuCAagGAcuccgcUCuauuGeGCGCUg.gUUcGegacuccgecCgeccccagacguc. ca
GGCUGUAAUGGCC AA::CGGGA:U CG::: U:::: C CAA G c:C U G+GCGCUG GUUC+:GA C::CC:C:C: GA ::C

KJ742407 59 CGGCUGUAAUGGCCCCAAGUCGGGAAUGCGAGGUGAUGUUUCCACAACGGAAUCACGUGCUCGUGCGCUGaGUUCAAGAC-CGUCCCCUCUGGAAAACUUU

AKX KK AKAAA KK AAA A KA AAKA KA A A A KK AKX A A HNEEF 7888888888000 * h kA Xk k kA XXk kA XXX Qh A Xk k¥ *xQQQ H*hrxkkhhrxkhhrAxkkhhxx

v v v v
((((, .<<<KLLLL-KLLLLLLKL SESSSSS>——=>>>>>>>L >><LLLLLL === —<<LLL - == =<<LK<L SS>———=>O>>->>>>>>>)) ) ) )

srp3 99 GGuuc. cacgcccgcccgccccGCAagggguggggUcgggcguggaUAAuuggacgugGUcugggguAGuCgGGCAACcGAGCAccccgcacguccagCCu
GG::+ C: ::C : CGC::CG AAG::GUG :+ G:: :G::UAA:: G C:U:G C ::G:+AG+:::GCAA:::+GCA:C::G:A:G C ::CC:

KJ742407 159 GGUGUCCAUCAUCCCUCGCGGCGUAAGCUGUGGCC—GGAUUUGGAGUAAUCGGCCCUUGAC—UAGCCAGGGAAGCAAUUCCGCAGCUAGCAGGACUCACCG

AKX AR BEEOEEEENQF F A A Xk hkh kA Xk kA A Xk Kk * %) 5EEEEOEQTH IR A Ak khhhxhdhhh FAhkhhhrhhhhxhhhhrrhhhhkrdhkhhkrxkhkhkrxkkhhxx

v v VvV NC
))I)))=)))==))))===))))) ) == ) )))====))))) ) ===~ ))=)) mmm e e )))))))))))))) ) CS
srp3 199 ggacgcucuUaggggAUacGgcgggc. guchuuCguggagggaGuCuucgggCaauaagauchacauCugugCcgagCgCAAACCuucuUUU 291
:G:: 4+UC UA:G:GAU+:GG: :G++ UC:GU G:G G+ Crit:: C:::CG A:ACCUU:: U
KJ742407 258 AGUUGGUCUUAGGAGAUCAGGGCGUGUcCAUCUGUC-GCGCGGGUGCGCCGUGU-———===——=————————————— CCCUCGUAGACCUUUCGUG 328
KERKXKKK KK KKK KKK XXX XK FF*XK%GG099999999.66666554555555433 . ... ittt BF A XK A A XK I A KKK A XK KK PP
>> UDB023551
rank E-value score Dbias mdl mdl from mdl to seq from seq to acc trunc gc
(27) ! 9.7e-48 143.0 0.0 cm 1 291 [] 44 313 + .. 0.91 no 0.58
v v VvV v v

144
PP

NC
Cs
198

243
PP

NC
Cs
98

158
PP

NC
Cs
198

257
PP

NC



<<<< S>E>>=== (( (=== ((((========= (CCC((=mmmmmmmm e Smmm- (Ce=ceeeeeeeeeeeccece. ¢ cs

srp3 1 cgGCUGUAAUGGCcguAaagcgGGAAUGcGcuc.uGuucaaacuCAagGAcuccgcUCuauuGeGCGCUg. gUUcGegacuccgeCgecccagacguc.c 97
GGCUGUAAUGGCC AA::CGGGA:U CG::: U:::: C CAA G c:C U G+GCGCUG GUUC+:GA C::CC:C:C: GA ::C

UDB023551 44 CGGCUGUAAUGGCCCCAAGUCGGGAAUGCGAGGUGAUGUUUCCACAACGGAAUCACGUGCUCGUGCGCUGaGUUCAAGAC-CGUCCCCUCUGGAAAACUU 142

KA KKK KAAA KK AKRA I A AAAKX K KA A XA KA AKX AR AAEEFFEHTE888888888900* kA Xk k kA A Xk h kA XXk QA X *xkk*A*xQQQ *rxxkkhhkxkkhhkrxxkk*xx PP

vV \avs v v NC
(OO0, . <<<LKLLLL =<Kk SESSSSS>-—=>S5SS55C SO m — =KL m = =<K SS>——==>>>>->>>>>>>))) CS

srp3 98 aGGuuc.cacgcccgcccgecccGChAagggguggggUcgggecguggaUAAuuggacgugGUcugggguAGuCgGGCAACCGAGCAccececgcacguccagC 196
:GG::+ C: ::C : CGC::CG AAG::GUG :+ G:: :G::UAA:: G C:U:G C ::G:+AG+:::GCAA:::4+GCA:C::G:A:G C ::C

UDB023551 143 UGGUGUcCAUCAUCCCUCGCGGCGUAAGCUGUGGCC-GGAUUUGGAGUAAUCGGCCCUUGAC-UAGCCAGGGAAGCAAUUCCGCAGCUAGCAGGACUCAC 240

AAKKAKNGEEEEDDDQ A XAk kA A Xk kA A XXk h*A*X*Q GEEEEEQETHFF A XAk hhxkhhhdhkx dhhhrkhhhhhrkhhhxkhkhhrxxkhhhkxkkhhkxxkkrxxx PP

v v \avavs NC

))))N)=)))==))) ) ===)))) ) ) ==-.))))====)))))) === ))=)) mmm e e ))))))))))))))) e CS

srp3 197 CuggacgcucuUaggggAUacGgcgggc. gucgGuuCguggagggaGuCuucgggCaauaagauchacauCuguchgagCgCAAACCuucuUUU 291
C::G:: +UC UA:G:GAU+:GG: :G++ UC:GU G:G G+ Ce:t:: C:::CG A:ACCUU:: U

UDB023551 241 CGAGUUGGUCUUAGGAGAUCAGGGCGUGuUcAUCUGUC-GCGCGGGUGCGCCGUGU-————===——————————————— CCCUCGUAGACCUUUCGUG 313

FK A KKK K Kk K K Xk K KKk xx %% 009099999999.66666554555555433

GrRr I Ik hkkxkkhkhkxkkk**x PP

>> UDB023493

rank E-value score Dbias mdl mdl from mdl to seq from seq to acc trunc gc
(28) ! 9.7e-48 143.0 0.0 cm 1 291 [1] 46 315 + .. 0.91 no 0.58
v v AATavs v v NC
<<<< S>E>>===(( (=== ((((========= (CCC((=mmmmmmmm e Smmm- (Ce=ceeeeeeeeeeeceece. ¢ cs
srp3 1 cgGCUGUAAUGGCcguRAaagcgGGAAUGcGcuc.uGuucaaacuCAagGAcuccgcUCuauuGeGCGCUg. gUUcGegacuccgeCgecccagacguc.c 97
GGCUGUAAUGGCC AA::CGGGA:U CG::: U:::: C CAA G c:C U G+GCGCUG GUUC+:GA C::CC:C:C: GA ::C

UDB023493 46 CGGCUGUAAUGGCCCCAAGUCGGGAAUGCGAGGUGAUGUUUCCACAACGGAAUCACGUGCUCGUGCGCUGaGUUCAAGAC-CGUCCCCUCUGGAAAACUU 144

KA KKK KAA KK AKRA I A AAAKA K KA A XA KA A XA A A AEEFFEHTE888888888900* kA Xk k kA A Xk h kA XXk Qh X *xkk**xQQQ *rxxkkhhkxkkhkhkrxxkk**xx PP

vV \avs v v NC
(OO0, . <<LKLLLL =<k SESSSSS>-—=>S5SSS55C SO m m = <KLKLKLmm = =<K SS>——==>>>>->>>>>>>))) CS

srp3 98 aGGuuc.cacgcccgcccgecccGChAagggguggggUcgggecguggaUAAuuggacgugGUcugggguAGuCgGGCAACCGAGCAcccecgcacguccagC 196
:GG::+ C: ::C ¢ CGC::CG AAG::GUG :+ G:: :G::UAA:: G C:U:G C ::G:+AG+:::GCAA:::4+GCA:C::G:A:G C ::C

UDB023493 145 UGGUGUcCAUCAUCCCUCGCGGCGUAAGCUGUGGCC-GGAUUUGGAGUAAUCGGCCCUUGAC-UAGCCAGGGAAGCAAUUCCGCAGCUAGCAGGACUCAC 242

AAKKAKNGEEEEDDDQ A XAk kA A Xk kA A XXk h*AX*Q GEEEEEQTHFF A XAk hhxkhhhdhkx dhhhrkhhhhhrdhhhxkhkhhrxxkhhhkxkkhhkxxkkrxxx pp

v v \avavs NC

))))N)=)))==))) ) ===)))) ) ) ==-.))))====)))))) === ))=)) mmm e e ))))))))))))))) e CS

srp3 197 CuggacgcucuUaggggAUacGgcgggc. gucgGuuCguggagggaGuCuucgggCaauaagauchacauCuguchgagCgCAAACCuucuUUU 291
C::G:: +UC UA:G:GAU+:GG: :G++ UC:GU G:G G+ Ce:t:: C:::CG A:ACCUU:: U

UDB023493 243 CGAGUUGGUCUUAGGAGAUCAGGGCGUGUcAUCUGUC-GCGCGGGUGCGCCGUGU-———==—==—————————————— CCCUCGUAGACCUUUCGUG 315

FK A KK K K Kk Kk kXK kK Kk x k%% 009099999999.66666554555555433

GrRr I Ik hkkxkkhkhkxkkk**x PP

>> KM576498
rank E-value score Dbias mdl mdl from mdl to seq from seq to acc trunc gc



(29) ! 9.7e-48 143.0 0.0 cm 1 291 [] 50 319 + .. 0.91 no 0.58

v v VvV v v
<< SE>>===(((CCCCCCCCCCC(e===((((========~ ((((( (=== Lo CCO=00eeeeeeeeeeeeeee. o
srp3 1 cgGCUGUAAUGGCcguAaagcgGGAAUGcGcuc.uGuucaaacuCAagGAcuccgcUCuauuGeGCGCUg.gUUcGegacuccgeCgeccccagacguc. ca
GGCUGUAAUGGCC AA::CGGGA:U CG::: U:::: C CAA G c:C U G+GCGCUG GUUC+:GA C::CC:C:C: GA ::C
KM576498 50 CGGCUGUAAUGGCCCCAAGUCGGGAAUGCGAGGUGAUGUUUCCACAACGGAAUCACGUGCUCGUGCGCUGaGUUCAAGAC-CGUCCCCUCUGGAAAACUUU

AKX KK A AA KK AAA I K AAAKA K KA A A KK A A XA A HEEFFEHE7888888888000*  h kA Xk k kA XXk kA XXX Qh A Xk k¥ Xk QQQ H*hrxkkhhrkkh kA xkkhhxx

v v v v
(C((, . <<<LLLLL =<k SSSSSS>>——=>>>>>>>LK >><LLLLLL === =<LKLLK === =<K SS>———=>O>>->>>>>>>)) ) ) )
srp3 99 GGuuc.cacgcccgcccgecceccGCAagggguggggUcgggecguggaUAAuuggacgugGUcugggguAGuCgGGCAACCGAGCAcccecgecacguccagCCu
GG::+ C: ::C ¢ CGC::CG AAG::GUG :+ G:: :G::UAA:: G C:U:G C ::G:+AG+:::GCAA:::+GCA:C::G:A:G C ::CC:

KM576498 150 GGUGUcCAUCAUCCCUCGCGGCGUAAGCUGUGGCC-GGAUUUGGAGUAAUCGGCCCUUGAC-UAGCCAGGGAAGCAAUUCCGCAGCUAGCAGGACUCACCG

KAAX AR BEEEEEEQF F A A Xk hkh kA Xk kA Xk Kk * %) F5EEEEOEQTH I A Ak khhhrhhhh KAhkhhhrhhhhxhhkhhrrhhhhkrdhkhhkrxkhkhrxkkhhxx

v v VvV NC
)))))=)))==))))===))))) ) == ))))====))))) ) ———=—= ))=)) mmm e e e )))))))))))))) ) CS
srp3 199 ggacgcucuUaggggAUacGgcgggc. guchuuCguggagggaGuCuucgggCaauaagauchacauCugugCcgagCgCAAACCuucuUUU 291
:G:: 4+UC UA:G:GAU+:GG: :G++ UC:GU G:G G+ Crit:: C:::CG A:ACCUU:: U
KM576498 249 AGUUGGUCUUAGGAGAUCAGGGCGUGUCAUCUGUC-GCGCGGGUGCGCCGUGU-———===———————————————— CCCUCGUAGACCUUUCGUG 319
KERKXKKK KK KKK KKK XXX XK FF*XK%GG099999999.66666554555555433 . ... ittt EX XK KK KKK KX XXX K **** PP
>> KF241547
rank E-value score Dbias mdl mdl from mdl to seq from seq to acc trunc gc
(30) ! 9.7e-48 143.0 0.0 cm 1 291 [] 45 314 + .. 0.91 no 0.58
v v VvV v v
<< SE>>===(((CCCCCCCCCCC(e===((((========~ ((((( (=== Lo CCO=00eeeeeeeeeeeeeee. o
srp3 1 cgGCUGUAAUGGCcguAaagcgGGAAUGcGcecuc.uGuucaaacuCAagGAcuccgcUCuauuGeGCGCUg.gUUcGegacuccgeCgeccccagacguc. ca
GGCUGUAAUGGCC AA::CGGGA:U CG::: U:::: C CAA G Cc:C U G+GCGCUG GUUC+:GA C::CC:C:C: GA ::C

KF241547 45 CGGCUGUAAUGGCCCCAAGUCGGGAAUGCGAGGUGAUGUUUCCACAACGGAAUCACGUGCUCGUGCGCUGaGUUCAAGAC-CGUCCCCUCUGGAAAACUUU

KA KK AKAAA K KA K KA A KA KA A A A KK A A XA A HEEFFEHE7888888888000* h kA Xk k kA XXk kA XXXk Qh A Xk k¥ QQQ H*hrxkkhhrkkhhrxkkhhxx

v v v v
(C((, . <<<LLLLL =<k SSSSSS>>——=>>>>>>>LK >><LLLLL L === =<LKLL === =<K SS>———=>>>>->>>>>>>)) ) ) )
srp3 99 GGuuc.cacgcccgcccgecceccGCAagggguggggUcgggecguggaUAAuuggacgugGUcugggguAGuCgGGCAACCGAGCAccccgecacguccagCCu
GG::+ C: ::C ¢ CGC::CG AAG::GUG :+ G:: :G::UAA:: G C:U:G C ::G:+AG+:::GCAA:::+GCA:C::G:A:G C ::CC:

KF241547 145 GGUGUcCAUCAUCCCUCGCGGCGUAAGCUGUGGCC-GGAUUUGGAGUAAUCGGCCCUUGAC-UAGCCAGGGAAGCAAUUCCGCAGCUAGCAGGACUCACCG

KAAX AR BEEOEEEEQF F A A Xk hk kA A Xk kA Xk k* %) 5EEEEOEQTH IR A A khhhrhhhh FAhkhhhrhkhhhxhhhhrrhhhhkrdhkhhkrxkhhrxkkhhxx

v v VvV NC

)))))=)))==))))===))))) ) == ) )))====))))) ) === ))=)) mmmm e e )))))))))))))) ) CS

srp3 199 ggacgcucuUaggggAUacGgcgggc. guchuuCguggagggaGuCuucgggCaauaagauchacauCugugCcgagCgCAAACCuucuUUU 291
:G:: 4UC UA:G:GAU+:GG: :G++ UC:GU G:G G+ Crit:: C:::CG A:ACCUU:: U

KF241547 244 AGUUGGUCUUAGGAGAUCAGGGCGUGUcCAUCUGUC-GCGCGGGUGCGCCGUGU-———===——=————————————— CCCUCGUAGACCUUUCGUG 314

KKK KA KK Kk Kk Xk Kk ok ko k ok k%% 000909099999.66666554555555433 . ... i ii i, EFF XK KA XK KA XK Kk xkkk PP

NC
Cs
98

149
PP

NC
Cs
198

248
PP

NC
Cs
98

144
PP

NC
Cs
198

243
PP



>> JX625292

rank E-value score Dbias mdl mdl from mdl to seq from seq to acc trunc gc
(31) ! 9.7e-48 143.0 0.0 cm 1 291 [1] 45 314 + .. 0.91 no 0.58
v v VvV v v
<< SE>>===(((CCCCCCCCCCC(e===((((========~ ((((( (=== Lo CCO=00eeeeeeeeeeeeeee. o
srp3 1 cgGCUGUAAUGGCcguAaagcgGGAAUGcGcuc.uGuucaaacuCAagGAcuccgcUCuauuGeGCGCUg.gUUcGegacuccgeCgeccccagacguc. ca
GGCUGUAAUGGCC AA::CGGGA:U CG::: U:::: C CAA G c:C U G+GCGCUG GUUC+:GA C::CC:C:C: GA ::C

JX625292 45 CGGCUGUAAUGGCCCCAAGUCGGGAAUGCGAGGUGAUGUUUCCACAACGGAAUCACGUGCUCGUGCGCUGaGUUCAAGAC-CGUCCCCUCUGGAAAACUUU

AKX KK A AA KK AAA I K AAAKA K KA A A KK A A XA A HEEFFEHE7888888888000*  h kA Xk k kA XXk kA XXX Qh A Xk k¥ Xk QQQ H*hrxkkhhrkkh kA xkkhhxx

v v v v
(C((, . <<<LLLLL =<k SSSSSS>>——=>>>>>>>LK >><LLLLL L === =<LKLL === =<K SS>———=>>>>->>>>>>>)) ) ) )
srp3 99 GGuuc.cacgcccgcccgecceccGCAagggguggggUcgggecguggaUAAuuggacgugGUcugggguAGuCgGGCAACCGAGCAccccgecacguccagCCu
GG::+ C: ::C : CGC::CG AAG::GUG :+ G:: :G::UAA:: G C:U:G C ::G:+AG+:::GCAA:::+GCA:C::G:A:G C ::CC:

JX625292 145 GGUGUcCAUCAUCCCUCGCGGCGUAAGCUGUGGCC-GGAUUUGGAGUAAUCGGCCCUUGAC-UAGCCAGGGAAGCAAUUCCGCAGCUAGCAGGACUCACCG

AKX AR BEEOEEEEQF F A A Xk hkh kA Xk kA A Xk k* %) 5EEEEOEQTH IR A Ak hhhrhdhhh Fhkhhhrhkhhhxhhhhrrkhhhkrdhhhkrxkhkhrxkkhhxx

A v AAVavs NC
)))))=)))==))))===))))))==-.))))====)))))) ~===== )) =) mmmm oo 1)))))))))))))) sz CS
srp3 199 ggacgcucuUaggggAUacGgcgggc. guchuuCguggagggaGuCuucgggCaauaagauchacauCugugCcgagCgCAAACCuucuUUU 291

:G:: 4+UC UA:G:GAU+:GG: :G++ UC:GU G:G G+ Crit:: C:::CG A:ACCUU:: U
JX625292 244 AGUUGGUCUUAGGAGAUCAGGGCGUGUCAUCUGUC-GCGCGGGUGCGCCGUGU-—~-====———————————————— CCCUCGUAGACCUUUCGUG 314
KRKXKKK KKK KKK AKX XXX *FF*%%GG099999999.66666554555555433 . ... ittt BF A XK A A XK A A XK KA XK KK PP
>> UDB019724
rank E-value score Dbias mdl mdl from mdl to seq from seq to acc trunc gc
(32) ! 1.2e-47 142.7 0.0 cm 1 291 [] 46 315 + .. 0.91 no 0.59
v v VvV v v

<<<< S>>>>===(( (=== ((((========= (CCC((=mmmmmmmm e Smmm- (CC=00eeeeeeeeeeeeeee. ¢

srp3 1 cgGCUGUAAUGGCcguRAaagcgGGAAUGcGcuc.uGuucaaacuCAagGAcuccgcUCuauuGeGCGCUg.gUUcGegacuccgeCgeccccagacguc. c
GGCUGUAA GGCC AA::CGGGAAU CG::: U:::: C CAA G c:C U G+GCGCUG GUUC+:GA C::CC:C:C: GA ::C

UDB019724 46 CGGCUGUAACGGCCCCAAGUCGGGAAUGCGAGGUGAUGUUUCCACAACGGAAUCACGUGCUCGUGCGCUGaGUUCAAGAC-CGUCCCCUCUGGAAAACUU

KA KKK KAAA KK AAKA KK AAAA K KA A KA AKX AR A AEEFFEHTE88888888800 0 kA Xk kh kA Xk kA XX *kk QA Xk k*k A X GO0 H*rxkkhhrkkkhkhrxkkhhxx

vV vV v v
(OO0, . <<<LKLLLL =<k SSSSSS>>——=>>>>>>>LK >><LLLLL L === =<LKLL === =<K SSS>———=>SS>->>>>>>>) ) )
srp3 98 aGGuuc.cacgcccgcccgecccGChAagggguggggUcgggeguggaUAAuuggacgugGUcugggguAGuCgGGCAACCGAGCAcccecgcacguccagl
:GG::+ C: ::C ¢ CGC::CG AAG::GUG :+ G:: :G::UAA::GG C:U:G C ::G:+AG+:::G+ A:::4+GCA:C::G:A:G CC::C

UDB019724 145 UGGUGUcCAUCAUCCCUCGCGGCGUAAGCUGUGGCC-GGAUUUGGAGUAAUCGGCCCUUGAC-UAGCCAGGGAAGUGAUUCCGCAGCUAGCAGGACCCAC

KKK K AKNGEEEEDDDQ A XAk h A Xk kA A XXk *AXKX] GEEEEEQTHF A A AT A I A AR KK A AKX kA A hh kA Xk kb A Ak hhkxk ko kA dxkhkhk A xkkhhxx

v v \avavs NC

))))N))=)))==))) ) ===))))))==-.))))====)))))) === ))=)) mmm e e e ))))))))))))))) e CS
srp3 197 CuggacgcucuUaggggAUacGgcgggc. gucgGuuCguggagggaGuCuucgggCaauaagauchacauCuguchgagCgCAAACCuucuUUU 291
C::G:: +UC UA:G:GAU+:GG: :G++ UC:GU G:G G+ Ce:t:: C:::CG AAACCUU:: U

NC
Cs

144
PP

NC
Cs
198

243
PP

NC
Cs
97

144
PP

NC
Cs
196

242
PP



UDB019724 243 CGAGUUGGUCUUAGGAGAUCAGGGCGUGUCAUCUGUC-GCGCGGGUGCGCCGUGU-—=-——=———=————————————— CCCUCGUAAACCUUUCGUG 315
KXF KKK I KKK F AKX I K XX * Ak kx**%%09999999999.66666554555555433

GrRr I Ik hkkxkkkhkxkkk**x PP

>> UDB011691

rank E-value score Dbias mdl mdl from mdl to seq from seq to acc trunc gc
(33) ! 1.4e-47 142.5 0.0 cm 1 291 [] 45 314 + .. 0.91 no 0.58
v v Navs v v v NC

<<<< S>E>>===(( (=== ((((========= (CCC((=mmmmmmmm e Smmm- (Ce=ceeeeeeceeeeccece. ¢ cs

srp3 1 cgGCUGUAAUGGCcguRAaagcgGGAAUGcGcuc.uGuucaaacuCAagGAcuccgcUCuauuGeGCGCUg. gUUcGegacuccgeCgecccagacguc.c 97
GGCUGUAAUGGCC AA::CGGGA:U CG::: U++:: C CAA G : :C:C U G+GCGCUG GUUC+:GA C::CC:C:C: GA ::C

UDB011691 45 CGGCUGUAAUGGCCCCAAGUCGGGAAUGCGAGGUGAUGUUUCCACAACGGAAUCACGUGCUCGUGCGCUGaGUUCAAGAC-CGUCCCCUCUGGAAAACUU 143

KAKKAKAKA KK AKRKA I A AAAA K KA AKX KR A A XA AR AGEEE567 777888888900 kA Xk k kA A Xk h kA XXk Qh X xkk**xQQQ *rxxkkhhkrxkkhkhkrxxkk*xx PP

vV \avs v v NC
(OO0, . <<<LKLLLL =<Kk SSSSSSS>-—=>S5SS55KC SO m — =KL m = =<K SS>——==>>>>->>>>>>>))) CS

srp3 98 aGGuuc.cacgcccgcccgecccGChAagggguggggUcgggeguggaUAAuuggacgugGUcugggguAGuCgGGCAACCGAGCAcccecgcacguccagC 196
:GG::+ C: ::C : CGC::CG AAG::GUG :+ G:: :G::UAA:: G C:U:G C ::G:+AG+:::GCAA:::4+GCA:C::G:A:G C ::C

UDB011691 144 UGGUGUcCAUCAUCCCUCGCGGCGUAAGCUGUGGCC-GGAUUUGGAGUAAUCGGCCCUUGAC-UAGCCAGGGAAGCAAUUCCGCAGCUAGCAGGACUCAC 241

AAKKAKNGEEEEDDDQ A XAk kA A Xk kA XXk h*A XX 0 GEEEEEQETHFF A Ahhhxkhhhdhkx hhhrkdkhhhxkhhhxkhkhhrxxkhhhkxkkhhkrxxkkrxxx PP

v v v vV NC

))))N))=)))==))) ) ===))) ) ) ) ==.)))) === =))))) ) e ))=)) mmm e e e )))))))))))))) ) CS

srp3 197 CuggacgcucuUaggggAUacGgcgggc..gucgGuu.CguggagggaGuCuucgggCaauaagauglUcacauCugugCcgagCgCAAACCuuculUUU 291
C::G:: +UC UA:G:GAU+:GG: :G++ UC:GU CG:G: :G+ HH UG C:::CG A:ACCUU:: U

UDB011691 242 CGAGUUGGUCUUAGGAGAUCAGGGCGUGuUcCAUCUGUCgCGCGGGUGUGC--CG-===—————=————————————— UGUCCCUCGUAGACCUUUCGUG 314

FK KK KK Kk Kk K kX kK ko xk k% 90099999998656666554333. .22

333G kxFkkkhkxkxkkhkrkxkkk*x PP

>> UDB000354

rank E-value score Dbias mdl mdl from mdl to seq from seq to acc trunc gc
(34) ! 1.8e-47 142.2 0.0 cm 1 291 [1] 90 357 + .. 0.88 no 0.59
Navays vv VvV VV v v NC
<<<< SE>>===((((CCCCCCOC(===0(((e ===~ ((((((mmmmmmmmm e smmm- (ee=ceececeeeeeccccee. cs
srp3 1 cgGCUGUAAUGGCcguRAaagcgGGAAUGcGcucuGuucaa. .acuCAagGAcuccgcUCuauuGeGCGCUg.gUUcGegacuccgeCgeccccagacguc. 96
:GGCUGUAAUGGCC: AA G+GGGA:U CG::: G U :: CUCAA G c cC U G+GCGC G GUUC+:GA :::CC:C: CAGA ::C

UDB000354 90 UGGCUGUAAUGGCCCCAAGGUGGGAAUGCGAGGCGAUGUUccCCUCAACGGAGUCCCGUGCUCGUGCGCCGCGUUCAAGAC-UGUCCCCUUCAGAAAACU 188
Kok kkkkk Kk kkhkkk Kk kkkkk Xk Xk kk*kx**x**555554401555555567 788888888888 *****xQQQ*xkx**x*QQQ Hkkkkkkkkkkkkxkk** PP

vv vV v v NC
(OO, <<=k SSSSSSS>-—=>>55S55C SO — = <LK = m = =< SS>——===>>>>->>>>>>>)) CS

srp3 97 caGGuuc.cacgcccgcccgecccGChAagggguggggUcgggecguggalUAAuuggacgugGUcugggguAGuCgGGCAACCGAGCAcccecgcacguccag 195
::GG::+ C: :C :CC:C::CG A G::G:GG:+ G :G::UAA:::G C:U:GUC ::G:+AG+:::GCAA:::4+GCA:C::G:A:G C:::

UDB000354 189 UUGGUGUcCAUCGUCCCCCCCAGCGUAGGCUGGGGUC-GGAUUUGGAGUAAUCAGCCCUUGUC-UAGCCAGGGAAGCAAUUCCGCAGCUGGCAGGACUCA 286

KAXKK AKX T EEEEEOOE N FFhh kA Xk khhxkkhdAx*x*%¥0 FQBBBBGBFhhhrxkkhhxkhhhhdxhk Hhhrxkhhhrhrkhhhxkkhhrxkhhhkxkkhhkxxkkrxxx PP

v v VvV VVV \avs \avavs NC



)))I))=)))==))))===))))) ) == ))) ) == m) ) ) ) ) ) T D I B )11 ) ) e

srp3 196 CCuggacgcucuUaggggAUacGgcgggc. .gucgGuu.CguggagggaGuCuucgggCaauaagauglUcacauCugugCcgagCgCAAACCuuculUUU
CC::G:: 4+UCUUAG :GAU+:GG:::++ UC:GU G G+ HH C+ UG C:::CG A:ACCU UuuU
UDB000354 287 CCGAGUUGGUCUUAGGAGAUCAGGGCAUGUCAUCUGUCg--CGCGGGUG---CG-—---CCG———=—=—————————— UGUCCCUCGUAGACCU---UUU
KKK KK KK KKK KKKX XXX KA KK * AKX X000088888885..43332222...22....222. 0 iiiiinnnnnnn GA4TTrxFxFFFKKKKKK KR
>> UDB000322
rank E-value score Dbias mdl mdl from mdl to seq from seq to acc trunc gc
(35) ! 1.8e-47 142.2 0.0 cm 1 291 [1] 126 393 + .. 0.88 no 0.59
VvV vV VVV VV v v
<<<< SE>>=== ((((CCCCCCOC(===0(((e ===~ ((((((mmmmmmmmm e Lo (ee=ceeeeceeeeeeceeec.
srp3 1 cgGCUGUAAUGGCcguRAaagcgGGAAUGcGcucuGuucaa. .acuCAagGAcuccgcUCuauuGeGCGCUg.gUUcGegacuccgeCgccccagacguc.
:GGCUGUAAUGGCC: AA G+GGGA:U CG::: G U :: CUCAA G c C U G+GCGC G GUUC+:GA :::CC:C: CAGA ::C

UDB000322 126 UGGCUGUAAUGGCCCCAAGGUGGGAAUGCGAGGCGAUGUUccCCUCAACGGAGUCCCGUGCUCGUGCGCCGCGUUCAAGAC-UGUCCCCUUCAGAAAACU

KAKKAKRKAA KK AAA K I A AA IR KA A A KR A XXX R AX55555440]1555555567 788888888888 ****¥QQQ*x****x*x*xQQQ *kkkhrkkkhrxkkhhxx

vV vV v v
(OO, <<=k SSSSSS>5>——=>>>>>>>L >><LLLLLL === =<LKLL === =<K SS>———=>>>>->>>>>>>))
srp3 97 caGGuuc.cacgcccgcccgecccGChAagggguggggUcgggecguggalUAAuuggacgugGUcugggguAGuCgGGCAACCcGAGCAccccgcacguccag
::GG::+ C: :C :CC:C::CG A G::G:GG:+ G :G::UAA:::G C:U:GUC ::G:+AG+:::GCAA:::4+GCA:C::G:A:G C:::

UDB000322 225 UUGGUGUcCAUCGUCCCCCCCAGCGUAGGCUGGGGUC-GGAUUUGGAGUAAUCAGCCCUUGUC-UAGCCAGGGAAGCAAUUCCGCAGCUGGCAGGACUCA

KAXKKAAX T EEEEOOO8 A Fhhh Ak kh kA xkkhdAx*x*%0 F8B8BBBYBHA* Ak khhxhhhhrkhk Hhhxkkhhxkkhhrrkhhhxdhhhrdkhhhxkkhhxx

v v vV VVV vv VvV
)N =) ==))))===))) ) ) ) == ) ) === ) ) ) ) e ))=)) mmm e e e ))))))))))))))) e
srp3 196 CCuggacgcucuUaggggAUacGgcgggc..gucgGuu.CguggagggaGuCuucgggCaauaagauglUcacauCugugCcgagCgCAAACCuuculUUU
CC::G:: 4+UCUUAG :GAU+:GG:::++ UC:GU G G+ HH C+ UG C:::CG A:ACCU UuuU
UDB000322 323 CCGAGUUGGUCUUAGGAGAUCAGGGCAUGUCAUCUGUCg--CGCGGGUG---CG-—---CCG-——=—=—————————— UGUCCCUCGUAGACCU---UUU
KKK KK KK KKK KKK XXX K KKK x XA KX000088888885..43332222...22....222.0 0 iiiiinnnnnnn GA4TTrxFxFFFKKIKKK KKK
>> JX425382
rank E-value score Dbias mdl mdl from mdl to seq from seq to acc trunc gc
(36) ! 2.1e-47 142.1 0.0 cm 1 291 [1] 120 386 + .. 0.88 no 0.60
Navavavs vV VVV VV v v
<< SE>>===(((CCCCCCCCCCe===0(((======~ e L O Gttt smmm- (CC=eeeeeceeeeeeeecd.
srp3 1 cgGCUGUAAUGGCcguAaagcgGGAAUGcGecuc.uGuucaaacuChAag. . GAcuccgcUCuauuGeGCGCUg.gUUcGegacuccgeCgccccagacguc.
:GGCUGUAA GGCC: AA G+GGGA:U CG::: G U ::4+ C ++ G c C U G+GCGC G GUUC+:GA :::CC:C:CCAGA ::C

JX425382 120 UGGCUGUAACGGCCCCAAGGUGGGAAUGCGAGGc-GAUGUUUUCCCCAacGGAGUCCCGUGCUCGUGCGCCGaGUUCAAGAC-UGUCCCCUCCAGAAAACU
Kok kK kkkkkk Kk Kk kkhkkk Xk kkkkk Xk xk*k**5 _ A4443333333332466777777TT8888*****xQQGO***xk*x*QQQ  H kK k %k xkkkkkKkx%*k**

v v
(OO, . <<<<KLKLKL=<KLLLLLL SSSSSS>>——=>>>>>>>LK >><LLLLL L === =<LKLL === =<K SSS>———=>5S>->>>>>>>) ) )
srp3 97 caGGuuc.cacgcccgcccgecccGChAagggguggggUcgggeguggaUAAuuggacgugGUcugggguAGuCgGGCAACCGAGCAcccecgcacguccagl
1:GG::+ C: :: :CC:C::CG A G::G:GG:+ =& :G::UAA:: G:C:U:GUC ::G:+AG+:::GCAA:::+GCA:C::G:A:G:C ::C

JX425382 219 UUGGUGUcCAUUGUUCCCCACGGCGUAGGCCGUGGUC-GGAUUUGGAGUAAUCGGCCCUUGUC-UAGCCAGGGAAGCAAUUCCGCAGCUAGCAGGGCUCAC

Cs
291

357
PP

NC
Cs
96

224
PP

NC
Cs
195

322
PP

NC
Cs
291

393

NC
Cs
96

218
PP

NC
Cs
196

317



KAKXKKRKKTTTTTT]TOR A KKk khhkrkxkhkhhkxkkhdxx*x0 89900000k kkhhxkkhhxkkhhdhkx Fhhrxkhhhhrkhhhxkkhhrxxhhhhkxkkhhkxxkkrxx PP

v v VvV VVV v vVVV NC
I ==))))===)))))) == ))) ) m==.=))))) ) == ))=))mmmm e ))))))))))))))) s CS
srp3 197 CuggacgcucuUaggggAUacGgcgggc. .gucgGuu.CguggagggaGuCuucgggCaauaagauglcacauCugugCcgagCgCAAACCuuculUUU 291
C::G:: +UCUUAGG:GAU+:GG::: + UC:GU G G+ C:: UG C:::CG A:ACC uuu
JX425382 318 CGAGUUGGUCUUAGGAGAUCAGGGCACGUCAUCUGUCg--CGCGGGUGCGCCG——=====————=—=—=—=————————— UGUCCCUCGUAGACC----UUU 386
KAA KKK KKK KA A A K I A XXX AKX AX000888888888885..4444333334433 . 40t i iiiiinenennnnnnns 33T rFAA KKK KRR X KKk PP
>> GU234059
rank E-value score Dbias mdl mdl from mdl to seq from seq to acc trunc gc
(37) ! 2.7e-47 141.8 0.0 cm 1 291 [] 12 281 + .. 0.91 no 0.57
Navavs A v v NC
<< SES>——= (((CCCCCCCCC(a===((((=mmmm==== ((((((=mmmmmmmmm == s (eee=ceeecceceeeeeecee. e cs
srp3 1 cgGCUGUAAUGGCcguAaagcgGGAAUGcGecuc.uGuucaaacuChAagGAcuccgcUCuauuGeGCGCUg.gUUcGegacuccgecCgeccccagacguc.ca 98
:GGCUGUAA GGCC:+AA::CGGGAAU CG::: U:::: C CAA G Cc:C U G+GCGCUG GUUC+:GA C: CC:C:C: GA ::C

GU234059 12 UGGCUGUAACGGCCCAAAGUCGGGAAUGCGAGGUGAUGUUUCCACAACGGAAUCACGUGCUCGUGCGCUGaGUUCAAGAC-CGNCCCCUCUGGAAAACUUU 111

AKX KK AKAAA KK AR I KA AAA KK A A A AR A A XA A HNEEEFFE7888888888000* h kA Xk k kA A Xk h kA XX Qhk A *x*x k% *xQQQ H*hrxkxkkhhkxkkhhkrxxkkrxx PP

Nav \avs v v NC
(C((, . <<<LLLLL =<k SESSSSS>-—=>S5SS55KC SO m m = <KLKLKLKmm = =<K SS>—===>>>>->>>>>>>))))) CS

srp3 99 GGuuc.cacgcccgcccgecccGCAagggguggggUcgggecguggaUAAuuggacgugGUcugggguAGuCgGGCAACCGAGCAccccgcacguccagCCu 198
GG::+ C: ::C ¢ CGC::CG AAG::GUG :+ G:: :G::UAA:: G C:U:G C ::G:+AG+:::G+AA:::4+GCA:C::G:A:G C ::CC:

GU234059 112 GGUGUcCAUCAUCCCUCGCGGCGUAAGCUGUGGCC-GGAUUUGGAGUAAUCGGCCCUUGAC-UAGCCAGGGAAGUAAUUCCGCAGCUAGCAGGACUCACCG 210

AKX KK BEEEEEEQF F A Xk kh kA Xk hh*A Xk k* %) F5EEEEOEOQTH I FhhArhhhhrkhhh Fhkhkhhrdhhhrxkhhhxkhkhhrxxkhhhkxkkhhkxxkkrxxx Pp

v v v VvV NC
)= ==))))===))))) )= ))))m===)))) ) ) == ))=))mmm e ))))))))))))))) e CS
srp3 199 ggacgcucuUaggggAUacGgcgggce. .gucgGuuCguggagggaGuCuucgggCaauaagaugUcacauCugugCcgagCgCAAACCuuculUUU 291
:G:: 4+UC UA:G:GAU+:GG :G++ UC:GU G:G G+ Crit:: C:::CG AAACCUU:: U
GU234059 211 AGUUGGUCUUAGGAGAUCAGGGCGUGUCAUCUGUC-GCGCGGGUGCGCCGUGU-—=-===———————=—————————— CCCUCGUAAACCUUUCGUG 281
HAAKFHK XX KA A A K I A XXX A A KH*%000909999999.66666554555555433. ... ittt X KA A KKK KKK KA A KKk xkx PP
>> GU184028
rank E-value score Dbias mdl mdl from mdl to seq from seq to acc trunc gc
(38) ! 9.6e-47 140.2 0.0 cm 1 291 [] 11 280 + .. 0.91 no 0.58
v v \avavs v v NC
<< SES>——= (((CCCCCCCCC(a===((((=mmmm==== ((((((=mmmmmmmmm == s (Cee=ceecccceeeeeeeeee. e cs
srp3 1 cgGCUGUAAUGGCcguAaagcgGGAAUGcGecuc.uGuucaaacuChAagGAcuccgcUCuauuGeGCGCUg.gUUcGegacuccgeCgccccagacguc.ca 98
GGCUGUAA GGCC AA::C:GGAAU CG::: U:::: C CAA G Cc:C U G+GCGCUG GUUC+:GA C::CC:C:C: GA ::C

GU184028 11 CGGCUGUAACGGCCCCAAGUCGGGAAUGCGAGGUGAUGUUUCCACAACGGAAUCACGUGCUCGUGCGCUGaGUUCAAGAC-CGUCCCCUCUGGAAAACUUU 110

KA KKK AA KK AAA I KA AAKA K KA A A AR A A XA A HNEEFFFE7888888888000* h kA Xk k kA A Xk h kA XX Qhk A X *x ¥k ¥k QQQ H*hrxxkkhhkxkkhhkrxxkk*xx PP

Nav vv v v NC
((((, .<<<<KLLL—<LLLLLLKL SSSSSSS>——=>>>>>>>L >><LLKLKLLL === =< <LK === =<<< S>>———=>>>>->>>>>>>))))) CS



srp3 99 GGuuc.cacgcccgcccgecceccGCAagggguggggUcgggecguggaUAAuuggacgugGUcugggguAGuCgGGCAACCGAGCAccccgcacguccagCCu 198
GG::+ C: ::C : CGC::CG AAG::GUG : G:: :G::UAA:: G C:U G C ::G:+AG+:::GCAA:::+GCA:C::G A:G C ::CC:
GU184028 111 GGUGUcCAUCAUCCCUCGCGGCGUAAGCUGUGGCU-GGAUUUGGAGUAAUCGGCCCUUGAC-UAGCCAGGGAAGCAAUUCCGCAGCUAGAAGGACUCACCG 209

AAXKKRNBEEOEHEOH T F A h Xk kh kA Xk hkhhxkk**xQ F5EEEETTTHrFxFhhhrkhhhrxkhhh Fhkhhhrxdhhhrrhhhrxdhkhhrxkhkhhkxkkhhkxxkkrxxx pPp

v v \avay NC
1))))=)))==))))===))))))==-.))))====)))))) ~===== )) =) mmmm e 1))))))))))))) )tz CS
srp3 199 ggacgcucuUaggggAUacGgcgggce. .gucgGuuCguggagggaGuCuucgggCaauaagaugUcacauCugugCcgagCgCAAACCuuculUUU 291

:G:: +UC A:G:GAU+:GG::G++ UC:GU G:G G+ Crit:: C:::CG AAACC:U:: U
GU184028 210 AGUUGGUCUCAGGAGAUCAGGGCGUGUCAUCUGUC-GCGCGGGUGCGCCGUGU-———===——=————————————— CCCUCGUAAACCCUUUCGU 280
KRKXKKK KKK KKK AKX XXX K *F*%%GG099999999.66666554555555433 . ... ittt EX XK K KKK KKK XXX ) **K** PP
>> HQ204707
rank E-value score Dbias mdl mdl from mdl to seq from seq to acc trunc gc
(39) ! 1.4e-46 139.8 0.0 cm 1 291 [1] 115 382 + .. 0.92 no 0.56
VVVV v vV v v NC
<< S>>>===(((CCCCCCCCOCC(e === ((((========= ((((((mmmmmmmmm e Lo (ee=ceececeeeeeccccee. cs
srp3 1 cgGCUGUAAUGGCcguAaagcgGGAAUGcGecuc. . .uGuucaaacuCAagGAcuccgcUCuauuGeGCGCUg.gUUcGegacuccgecCgeccccagacguc. 96
: GGCUGUAAUGGCC: AA G+GGGA:U CG::: UGU : + CUCAA G : :C:C UUG+GCGC G GUUC+:GA :::CC:C:CCAGA:::C

HQ204707 115 UGGCUGUAAUGGCCCCAAGGUGGGAAUGCGAGGcgaUGUUUUCCCUCAACGGAGUCACGUGCUUGUGCGCCGaGUUCAAGAC-UGUCCCCUCCAGAAAACU 214

KAKXKKAAAA K KA F KA AKX K KA A A AR A A XX *X0888888888899909008000* Ak khh A Xk k kA *x*¥BBBO***k*k*A*xQQQ **kkhkhkxkkkhhkrxxkk*xx PP

v v v v NC
(OO, . <<<<KLKLKL=<KLLLLL SSSSSS>>——=>>>>>>>LK >>LLLLLLL === =<K === =<K SS>——==>>>>->>>>>>>))) CS

srp3 97 caGGuuc.cacgcccgcccgecccGCAagggguggggUcgggecguggaUAAuuggacgugGUcugggguAGuCgGGCAACCGAGCAccccgcacguccagC 196
::GG::+ C: ¢ :C : CGC::CG A G::GUG :+ G: : :G::UAA:::G C:U:GUC ::G:+AG+ ::G AA:: +GCA:C::G:A:G C:::C

HQ204707 215 UUGGUGUcCAUAGUCCCUCGCAGCGUAGGCUGUGGCC-GGAUUUGGAGUAAUCAGCCCUUGUC-UAGCCAGGGAAGAAAUUUCGCAGCUAGCAGGACUCAC 313

KAKXKKKKTTTTTTTTOR A KAk khhkrkxkhkhhxkkhdxx*x0 89900000k kkhhxkkhhXxkkhhdhkx Fhhrxkhhhhrkhhhxkkhhrxxhkhhhkxkkhhkxxkkrxxx PP

v v AVAVARE V4 VVVV NC
)N =)))==))))===))) ) ) ) == ) ) === =) ))) ) ) e ))=)) mmm e e ))))))))))))))) e CS
srp3 197 CuggacgcucuUaggggAUacGgcgggc. .gucgGuu.CguggagggaGuCuucgggCaauaagauglcacauCugugCcgagCgCAAACCuuculUUU 291
C::G:::+UCUUAGG:GAU+:GG::: + UC:GU CG:G: : : GC+ UG C:::CG A:ACC UuuU
HQ204707 314 CGAGUUAGUCUUAGGAGAUCAGGGCACGucAUCUGUCgCGCGGGU-—-—-—-=-—-——~— GCGCCG——===——————————— UGUCCCUCGUAGACC----UUU 382
KXXKKK KKK KKK XXX XXX X ***%00088388888888844444332......... 222333 i 445 rxFF KKK AKX xkKk PP
>> GU234088
rank E-value score Dbias mdl mdl from mdl to seq from seq to acc trunc gc
(40) ! 1.7e-46 139.5 0.0 cm 1 291 [] 51 320 + .. 0.91 no 0.58
v v \avavs v v NC
<< SE>>===(((CCCCCCCCCCC(e===((((========~ ((((((==mmmmmmm e Lo (ee=ceeeeceeeeeeeecee. e cs
srp3 1 cgGCUGUAAUGGCcguAaagcgGGAAUGcGecuc.uGuucaaacuChAagGAcuccgcUCuauuGeGCGCUg.gUUcGegacuccgeCgccccagacguc.ca 98
GGCUGUAA GGCC A::CGGGAAU CG::: U:::: C CAA G c:C U G+GCGCUG GUUC+:GA C::CC:C:C: GA ::C

GU234088 51 CGGCUGUAACGGCCCCGAGUCGGGAAUGCGAGGUGAUGUUUCCACAACGGAAUCACGUGCUCGUGCGCUGaGUUCAAGAC-CGUCCCCUCUGGAAAACUUU 150

AKX KK KKK A K KA F KA AAA K KA A A KR A A XA A HNEEEFEE7888888888000* kA Xk k kA A Xk h kA XX Qhk A X *x ¥k ¥k QQQ H*hrxxkkhhkxkkhhkrxxkkrxx PP



v v v v
(C((, . <<<LKLLLL =<k SSSSSS>>——=>>>>>>>LK >><LLLLLL === =<LKLL === =<K SS>———=>O>>->>>>>>>)) ) ) )
srp3 99 GGuuc.cacgcccgcccgecceccGCAagggguggggUcgggecguggaUAAuuggacgugGUcugggguAGuCgGGCAACCGAGCAccccgecacguccagCCu
GG::+ C: ::C ¢ CGC::CG AAG::GUG :+ G:: :G::UAA:: G C:U:G C ::G:+AG+:::G+AA:::+GCA:C::G:A:G C ::CC:

GU234088 151 GGUGUcCAUCAUCCCUCGCGGCGUAAGCUGUGGCC-GGAUUUGGAGUAAUCGGCCCUUGAC-UAGCCAGGGAAGUAAUUCCGCAGCUAGCAGGACUCACCG

AKX AR BEEOEEEEDQF F A A Xk hkh kA Xk kA A Xk Kk * %) 5EEEEOEOQTH IR hArAkhhAxhhhh FAhkhhhrhhhhxhhhhrrhhhhkrhhkhhrkxkhhrxkkhhxx

v v VvV NC

)))))=)))==))))===))))) ) == ))))====))))) ) ———=—= ))=)) mmm e e e )))))))))))))) ) CS

srp3 199 ggacgcucuUaggggAUacGgcgggce. .gucgGuuCguggagggaGuCuucgggCaauaagaugUcacauCugugCcgagCgCAAACCuuculUUU 291
:G:: 4+UC UA:G:GAU+:GG: :G++ UC:GU G:G G+ Crit:: C:::CG AAACCUU:: U

GU234088 250 AGUUGGUCUUAGGAGAUCAGGGCGUGUcCAUCUGUC-GCGCGGGUGCGCCGUGU-———===——=————————————— CCCUCGUAAACCUUUCGUG 320

KRKXKKK KK KKK KX AKX XX K HF**%%GG099999999.66666554555555433 . ... ittt BFAX KA A XK I A XK KA X KKK PP

>> UDB000323

rank E-value score Dbias mdl mdl from mdl to seq from seq to acc trunc gc
(41) ! 6.6e-46 137.9 0.0 cm 1 291 [1] 130 396 + .. 0.88 no 0.60
Nararavs v VVV VV v v
<<<< S>E>>===(( (OO === ((((=m======~ (CCC((=mmmmmmmmm e Smmm- (CCC=0Ceeeeeeeeeeeed(
srp3 1 cgGCUGUAAUGGCcguRAaagcgGGAAUGcGcuc. . .uGuucaaacuCAagGAcuccgcUCuauuGeGCGCUg.gUUcGegacuccgeCgccccagacguc
:GGCUGUAAUGGCC: AA G+GGGA:U CG::: UGU +:: C CAA G ccC UUGCGCGC G GUUC+:GA :::CC:C:CCAGA ::C

UDB000323 130 UGGCUGUAAUGGCCCCAAGGUGGGAAUGCGAGGcgaUGU-UCUCCCCAACGGAGUCCCGUGCUUGCGCGCCGaGUUCAAGAC-UGUCCCCUCCAGAAAAC
Kok kkk Kk Kk Kk hkkk Kk kkkkk Kk Xk kK *k Xk *x**xGA2222 . 244555555567 788888888800 x*x*QQBOQ* *kxx*k QQQ _ kK k &k k ok k kk %k X%k %%

v v v v v v
OO0, <<= SSSSSSS>-—=>S5SS55C SO m m = <KLKLKLmm = =<K SS>———=>>>>->>>>>>>)
srp3 97 .caGGuuc.cacgcccgcccgecccGCAagggguggggUcgggecguggaUAAuuggacgugGUcugggguAGuCgGGCAACCGAGCAccccgcacgucca
1:GG::+ C: :C :CC C::CG A G::G GG:+ G :G::UAA:::G C:U:GUC ::G:+AG+:::GC A:::+GCA:C::G:A:G C::

UDB000323 228 uUUGGUGUcCAUUGUCCCCCACAGCGUAGGCUGGGGUC-GGAUUUGGAGUAAUCAGCCCUUGUC-UAGCCAGGGAAGCGAUUCCGCAGCUGGCAGGACUC

KA KKk KKXXBTTTTTTTOIOQQ00 ** Kk hk*xx*k***%009009Q9 789009000, krkkkhhxhhhhrkhhh *rxkhhhArkhhhrrhhhhrdhhhrxkhhrxkkhhxx

v v vV VVVvV v VVVvVVv

)N ==))))===)) ) ) ) ) == ))) ) == =) )) ) ) ) e ))=)) mmm e e ))))))))))))))) s
srp3 195 gCCuggacgcucuUaggggAUacGgcgggc. .gucgGuu.CguggagggaGuCuucgggCaauaagaugUcacauCugugCcgagCgCAAACCuuculUUU

:CC::G:: +UCUUAGG:GAU+:GG:::++ UuC:G G G+ HH C+ UG C:::CG A:ACC Uuuu
UDB000323 326 ACCGAGUUGGUCUUAGGAGAUCAGGGCAUGUCAUCUGCCg--CGCGGGUG---CG———--CCG-——————————————— UGUCCCUCGUAGACC----UUU
KKK KKK KK KKK AKX X XX KA KKk KA X X0B8888888885..33332222...22....333 ... Q44T xFFKAA KK KKK KKK
>> GU234051
rank E-value score Dbias mdl mdl from mdl to seq from seq to acc trunc gc
(42) ! 1.le-45 137.3 0.0 cm 1 291 [] 45 314 + .. 0.91 no 0.58
v v VvV v v
<< SES>——= (((CCCCCCCCC(a===((( (===~ ((((((=mmmmmmmmm == s CCO=00eeeeeeeeeeeeee. o

srp3 1 cgGCUGUAAUGGCcguAaagcgGGAAUGcGcuc.uGuucaaacuCAagGAcuccgcUCuauuGeGCGCUg.gUUcGegacuccgecCgeccccagacguc. ca

NC
Cs
198

249
PP

NC
Cs
96

227
PP

NC
Cs
194

325
PP

NC
Cs
291

396
PP

NC
Cs
98



GGCUGU AUGGCC A::CGGGAAU CG::: U:::: C CAA G Cc:C U G+GCGCUG GUUC+:GA C::CC:C:C: GA ::C
GU234051 45 CGGCUGUNAUGGCCCCGAGUCGGGAAUGCGAGGUGAUGUUUCCACAACGGAAUCACGUGCUCGUGCGCUGaGUUCAAGAC-CGUCCCCUCUGGAAAACUUU 144

KA KK KKK A KK AAA I KA AAA KK A A KA KA A XA A HNEEEFFE7888888888000* h kA Xk k kA A Xk h kA XX Qhk A X *x ¥k ¥k QQQ H*hrxkkkhhkxkkhhrxxkk*xx PP

Nav vv v v NC

(C((, . <<<LLLLL =<k SSSSSSS>-—=>S5SSS55C SO m m = <KLKLKLK = m = =<K SS>—===>>>>->>>>>>>))))) CS

srp3 99 GGuuc.cacgcccgcccgecccGCAagggguggggUcgggecguggaUAAuuggacgugGUcugggguAGuCgGGCAACCGAGCAccccgcacguccagCCu 198
GG::+ C: ::C ¢ CGC::CG AAG::GUG :+ G:: :G::UAA:: G C:U:G C ::G:+AG+:::G+AA::: GCA:C::G:A:G C ::CC:

GU234051 145 GGUGUcCAUCAUCCCUCGCGGCGUAAGCUGUGGCC-GGAUUUGGAGUAAUCGGCCCUUGAC-UAGCCAGGGAAGUAAUUCUGCAGCUAGCAGGACUCACCG 243

KAAKX AR BEEEEEEQF F A XAk h kA Xk hh*A Xk k* %) F5EEEEOEOQTH I FhhArkhhhxkhhh FhkkhhrxdhhhrrkhhAxkkhhrxxkhhhkxkkhhkxxkkrxxx pPp

v v AAVavs NC
)))))=)))==))))===))))) ) == ))))====))))) ) ———=—= ))=)) mmm e e e )))))))))))))) ) CS
srp3 199 ggacgcucuUaggggAUacGgcgggc. guchuuCguggagggaGuCuucgggCaauaagauchacauCugugCcgagCgCAAACCuucuUUU 291
:G:: 4+UC UA:G:GAU+:GG: :G++ UC:GU G:G G+ Crit:: C:::CG AAACCUU:: U
GU234051 244 AGUUGGUCUUAGGAGAUCAGGGCGUGUcCAUCUGUC-GCGCGGGUGCGCCGUGU-———===——=————————————— CCCUCGUAAACCUUUCGUG 314
KRKXKKK KK KKK KX AKX XX K HF**%%GG099999999.66666554555555433 . ... ittt EX XK KK KKK KX XXX K **** PP
>> AB973750
rank E-value score Dbias mdl mdl from mdl to seq from seq to acc trunc gc
(43) ! 4.2e-45 135.7 0.0 cm 1 291 [] 122 388 + .. 0.88 no 0.60
Navavavs vV VVV VV v v NC
<< S>>>===(((CCCCCCCCOCC(e===((o ((mm=m===== ((((((mmmmmmmmm e Lo (ee=ceececeeeeeccccee. cs
srp3 1 cgGCUGUAAUGGCcguAaagcgGGAAUGcGecuc.uGuuc. .aaacuCAagGAcuccgcUCuauuGeGCGCUg.gUUcGegacuccgeCgeccccagacguc. 96
:GGCUGUAA GGCC: AA G+GGGA:U CG::: G U :: CUCAA G c C U G+GCGC G GUUC+:GA :::CC:C:CCAGA ::C

AB973750 122 UGGCUGUAACGGCCCCAAGGUGGGAAUGCGAGGc-GAUGUUUUCCUCAACGGAGUCCCGUGCUCGUGCGCCGaGUUCAAGAC-UGUCCCCUCCAGAAAACU 220
Xk kkk Kk kkkkk Kk kkkkk Xk kkkkk Xk x**k**5 _ 5544015566666667 7777888888888 *****QQGO***x**x*QQQ Hkkkkkxkxkkkkxkk** PP

vV \avs v v NC
(OO, . <<<<KLKLKL=<KLLLLL SESSSSS>-—=>S5SSS55C SO m — =KL m = =<K SS>——==>>>>->>>>>>>))) CS
srp3 97 caGGuuc.cacgcccgcccgecccGCAagggguggggUcgggecguggaUAAuuggacgugGUcugggguAGuCgGGCAACCGAGCAccccgcacguccagC 196
1:GG::+ C: :C :CC:C::CG A G::G:GG:+ G :G::UAA:: G C:U:GUC ::G:+AG+:::GC A:::4+GCA:C::G:A:G C ::C

AB973750 221 UUGGUGUcCAUCGUCCCCCACGGCGUAGGCCGUGGUC-GGAUUUGGAGUAAUCGGCCCUUGUC-UAGCCAGGGAAGCGAUUCCGCAGCUAGCAGGACUCAC 319

KAXK KA KT EEEOEEEOR A X Ik h kA Xk ok kA xkkhdA*x*x0 GEEBBYGErHhhhrxkkhhxkkhhdhkx Fhhrxkhhhhrkhhhxkkhhrxxkhhhkxkkhhkrxxkk*xxx Pp

v v vV VVV v vVVV NC
)N =)))==))))===))) ) ) ) == ))) ) === =) ))) ) ) e ))=)) mmm e e e ))))))))))))))) e CS
srp3 197 CuggacgcucuUaggggAUacGgcgggc..gucgGuu. CguggagggaGuCuucgggCaauaagauchacauCuguchgagCgCAAACCuucuUUU 291
C::G:: +UCUUAGG:GAU+:GG::: + UC:GU G G+ C:: UG C:::CG A:ACC UuuU
AB973750 320 CGAGUUGGUCUUAGGAGAUCGGGGCACGUCAUCUGUCg--CGCGGGUGCGCCG——=—===———————————————— UGUCCCUCGUAGACC————UUU 388
KRXKKK KK KKK KX X XXX X ***%099888888888885..4443333333333 .40 iiiiiiiinnnnnn 3347 F xR A KKK xRk PP
>> GU184027
rank E-value score Dbias mdl mdl from mdl to seq from seq to acc trunc gc

(44) ! 4.4e-45 135.6 0.0 cm 1 291 [] 7 277 + .. 0.92 no 0.58



srp3

GU184027

srp3

GU184027

srp3

GU184027

>> JX425373

99

108

199

207

v v VvV v v

<< SE>>===(((CCCCCCCCCCC(e===((((========~ ((((( (=== Lo CCO=00eeeeeeeeeeeeee. o
cgGCUGUAAUGGCcguAaagcgGGAAUGecGecuc .. uGuucaaacuCAagGAcuccgcUCuauuGeGCGCUg.gUUcGegacuccgeCgecceccagacguc. ca
GGCUGUAA GGCC AA::C:GGAAU CG::: U:::: C CAA G c:C U G+GCGCUG GUUC+:GA +C::CC:C:C: GA ::C
CGGCUGUAACGGCCCCAAGUCGGGAAUGCGAGGUGAUGUUUCCACAACGGAAUCACGUGCUCGUGCGCUGaGUUCAAGACCCGUCCCCUCUGGAAAACUUU

AKX KK AKAAA KK AAA I KA AAK KA A A A KK A A XA A HNEEFFEE7888888888000* kA xkkhhx Xk kA A Xk Qh A Xk kh kA Xk hhhxkkhhkkkkh kA Xk khhx*k

v v v v v v

(C((, . <<<LLLLL =<k SSSSSSS>-—=>S5SSS55C SO m m = <KLKLKLK = m = =<K SS>———=>>>>->>>>>>>)) ) ) )
GGuuc.cacgcccgcecccgecccGCAagggguggggUcgggecguggaUAAuuggacqgugGUcugggguAGuCgGGCAACCcGAGCAcceccgecacguccagCCu
GG::+ C: ::C : CGC::CG AAG::GUG : G:: :G::UA :: G C:UGC ::G +AG+:::GCAA:::+GCA C::G A:G C ::CC:
GGUGUcCAUCAUCCCUCGCGGCGUAAGCUGUGGCU-GGAUUUGGAGUAMUCGGCCCUUGAC-UAGCCAGGGAAGCAAUUCCGCASCUAGAAGGACUCACCG

AKX KR BEEOEHEOOTF AKXk hkh kA Xk hh*Axkk**xQ F5EEEETTTHrAFAh Ak hhhrhhhh FAhkhhrhrdhhhrkhhhrrhhhhkrdhkhhrxkhhrxkkhhxx

v v VvV NC
)))))=)))==))))===))))) ) ==.))))====))))) ) ===~ ))=)) mmm e e e )))))))))))))) ) CS
ggacgcucuUaggggAUacGgcgggc. .gucgGuuCguggagggaGuCuucgggCaauaagaugUcacauCugugCcgagCgCAAACCuuculUUU 291
:G:: +4UC A:G:GAU+:GG: :G++ UC:GU G:G G+ Crit:: C:::CG AAACC:U:: U
AGUUGGUCUCAGGAGAUCAGGGCGUGUCAUCUGUC-GCGCGGGUGCGCCGUGU- - == ==—===———=—————————— CCCUCGUAAACCCUUUCGU 277

AKX KR A AAA KR AAXF IR A X Ik kA Xk khdxx* %% 66666554555555433 GFRIx Ak khkkxkkkhkxkkk*x PP

rank E-value score Dbias mdl mdl from mdl to seq from seq to acc trunc gc

(45) !

srp3

JX425373

srp3

JX425373

srp3

JX425373

>> UDB01327

118

97

217

197

316

4

44 134.6 0.0 cm 1 291 [] 118 384 + .. 0.87 no 0.60

Navavavs vV VVV VV v v

<< SE>>===(((CCCCCCCCCCCe===0(((======~ e L S O Gttt Lo (CC=eeeeececeeeeeeed.
cgGCUGUAAUGGCcguAaagcgGGAAUGecGecuc . uGuucaaacuCAag. . GAcuccgcUCuauuGeGCGCUg.gUUcGecgacuccgeCgeccccagacguc.
:GGCUGUAA GGCC: AA G+GGGA:U CG::: G U ::4+ C ++ G c C U G+GCGC G GUUC+:GA :::CC:C:CCAGA ::C
UGGCUGUAACGGCCCCAAGGUGGGAAUGCGAGGCc-GAUGUUUUCCCCAacGGAGUCCCGUGCUCGUGCGCCGaGUUCAAGAC-UGUCCCCUCCAGAAAACU
*********************************5.44443333333332466777777778888*****8889******999.******************

vV vV v v
(OO, <<<<KLKLKL=<KLLLLL SESSSSS>-—=>S5SSS55C SO m m = <KLKLKLmm = =<K SSS>———=>>5S>->>>>>>>) )
caGGuuc.cacgcccgcecccgecccGCAagggguggggUcgggecguggaUAAuuggacgugGUcugggguAGuCgGGCAACCGAGCAcccecgcacguccagC
1:GG::+ C: :C :CC:C::CG A G::G:GG:+ G- :G::UAA:: G C:U:GUC ::G:+AG+:::GC A:::+GCA:C::G:A:G C ::C
UUGGUGUcCAUCGUCCCCCACGGCGUAGGCCGUGGUC-GGAUUUGGAGUAAUCGGCCCUUGUC-UAGCCAGGGAAGCGAUUCCGCAGCUAGCAGGACUCAC

AKX KR AK T EEEOEEEOR A X Fhhhk Ak khk kA xkkhdA*x*x0 GEEBBYBEFHxhhrkkhhArxhhhhdk Fhhhrkhhhrkhhhrrhhhhkrdhkhhrxkhhrxkkhhxx

A\ v vV VVVv Vv VAAAY NC

))))I)I=))) =) ) ) ===))))) ) == ) ) ) ) =) ) ) ) ) ) e D I B B ))))))))))))))) s CS

CuggacgcucuUaggggAUacGgcgggc. .gucgGuu.CguggagggaGuCuucgggCaauaagaugUcacauCugugCcgagCgCAAACCuuculUU 291

C::G:: +UCUUAGG:GAU+:GG::: + UC:GU G G+ C:: UG C:::CG A:ACC uuu

CGAGUUGGUCUUAGGAGAUCAGGGCACGUCAUCUGUCg--CGCGGGUGCGCCG————====——————————————— UGUCCCUCGUAGACC----UUU 384

KKK KA KK K K Kk Xk KKk xk k% 900888888888885..4444333334433 . ...t 3337 FFxFk KX KK Ax | xkk PP

rank E-value score Dbias mdl mdl from mdl to seq from seq to acc trunc gc

NC
Cs
98

107
PP

NC
Cs
198

206
PP

NC
Cs
96

216
PP

NC
Cs
196

315
PP



(46) ! 1.

srp3

UDB013274

srp3

UDB013274

srp3

UDB013274

>> HF674530

127

97

225

195

323

Nararavs v vV v v

<<<< SE>>===((((CCCCCCC(e===((((======~ o= (O (e Smmm- (CCC=0Ceeeeeeeeeeed(
cgGCUGUAAUGGCcguAaagcgGGAAUGeGecuc .. uGuucaaacuCAhAag. . GAcuccgcUCuauuGeGCGCUg.gUUcGegacuccgeCgeccccagacguc
:GGCUGUAA GGCC: AA G+GGGA:U CG::: G U ::4+ C ++ G : CC C U G+GCGC G GUUC+:G: :::CC:C:CCAGA ::C
UGGCUGUAACGGCCCCAAGGUGGGAAUGCGAGGC-GAUGUUUUCCCCAacGGAGCCCCGUGCUCGUGCGCCGaGUUCAAGGC-UGUCCCCUCCAGAAAAC

KA KK AKAA KK AAI I I A XAk hhxxkhkhxxkk**x5 A444433333333246677777 7778888 * ** *x8GBOk,hkrkkkkhk Fhkkhrkkkhkhrxkkhhxx

v v v v v v
OO0, <<= SESSSSS>-—=>S5SSS5C SO m m = <KLKLKLmm = =<K SS>———=>>>>->>>>>>>)
.caGGuuc.cacgcccgcccgecceGCAagggguggggUcgggecguggaUAAuuggacgugGUcugggguAGuCgGGCAACCGAGCAccccgecacgucceca
1:GG::+ C: :C :CC: ::CG A G:: :GG:+ G: :G::UAA::GG C:U:GUC ::G:+AG+:::GC A:::+GCA:C::G:A:G CC:
uUUGGUGUcCAUCGUCCCCCACGGCGUAGGCCAUGGUC-GGAUUUGGAGUAAUCGGCCCUUGUC-UAGCCAGGGAAGCGAUUCCGCAGCUGGCAGGACCC

KAXKK AKX KNTEEEOEOOEEFF hh Ak khhhxkkhdAx*x* %0 GBBBBYBBH A rkkhhxhhhhrkhhh drxkkhhxkkhhrrhhhhrdhhhrdkh kA xkkhhxx

v v v oV vV Navavavs
)N ==))))===)) ) ) ) ) == ))) ) == =) ) ) ) e ))=)) mmm e e ))))))))))))))) s
gCCuggacgcucuUaggggAUachcgggc .gucgGuu. CguggagggaGuCuucgggCaauaagauchacauCugugCcgagCgCAAACCuucuUUU
:CC::G:: +UCUUAGG:GAU+:GG: + :C:GU CG GG : C: UG C:::CG A:ACC uuu
ACCGAGUUGGUCUUAGGAGAUCAGGGCACGucAUCUGUCgCGCGGGU——GCGCCG ——————————————————————— UGUCCCUCGUAGACC————UUU
KKK KK KK KKK KKK XXX *F***%G008888888888854444443..333332 . 0 v iiiiiiiiiennnnnn 33T FRFF KKK KKK xxx

rank E-value score Dbias mdl mdl from mdl to seq from seq to acc trunc gc

(47) ! 1.4e-44 134.2 0.0 cm 1 291 [] 117 383 + .. 0.87 no 0.59

srp3

HF674530

srp3

HF674530

srp3

HF674530

117

97

216

197

315

Navavavs vV VVV VV v v

<< SE>>===(((CCCCCCCCCCCe===0(((======~ o= (O (e Lo (CC=eeeeececeeeeeeed.
cgGCUGUAAUGGCcguAaagcgGGAAUGeGecuc .. uGuucaaacuCAag. . GAcuccgcUCuauuGeGCGCUg.gUUcGecgacuccgeCgeccccagacguc.
:GGCUGUAA GGCC: AA G+GGGA:U CG::: G U ::4+ C ++ G c C U G+GCGC G GUUC+:GA :::CC:C:CCAGA ::C
UGGCUGUAACGGCCCCAAGGUGGGAAUGCGAGGCc-GAUGUUUUCCCCAacGGAGUCCCGUGCUCGUGCGCCGaGUUCAAGAC-UGUCCCCUCCAGAAAACU
*********************************5.44443333333332466777777778888*****8889******999.******************

vV vV v v
(OO, <<<<KLKLKL=<KLLLLL SSSSSSS>-—=>S5SSS55C SO m =KL = m = =<K SSS>———=>>5S>->>>>>>>) )
caGGuuc.cacgcccgcecccgecccGCAagggguggggUcgggecguggaUAAuuggacgugGUcugggguAGuCgGGCAACCGAGCAcccecgcacguccagC
1:GG::+ C: :C : C:C::CG A G::G:G :+ G: :G::UAA:: G C:U:GUC ::G:+AG+:::GCAA:::+GCA:C::G:A:G C ::C
UUGGUGUcCAUCGUCCCUCACAGCGUAGGCUGUGGUC-GGAUUUGGAGUAAUCGGCCCUUGUC-UAGCCAGGGAAGCAAUUCCGCAGCUAGCAGGACUCAC

AKX KR AK T EEEOEEOOR A X Fhh kA kkh kA xkkhdA*x*x0 GEEBBYBEFH hhrkkhhAxhhhhrk Fhhhrkkhhxkhhhrrhhhhkrhhkhhrxkhhrxkkhhxx

v v vV VVVv Vv VAAAY NC

))))I)I=))) =) ) ) ===))) ) ) ) == ) ) ) ) == ) ) ) ) ) ) e D I B R ))))))))))))))) s CS

CuggacgcucuUaggggAUacGgcgggc. .gucgGuu. CguggagggaGuCuucgggCaauaagauchacauCuguchgagCgCAAACCuucuUUU 291

C::G:: +UCUUAGG:GAU+:GG::: + UC:GU G G+ C:: UG C:::CG A:ACC uuu

CGAGUUGGUCUUAGGAGAUCAGGGCACGUCAUCUGUCg--CGCGGGUGCGCCG—————==———————————————— UGUCCCUCGUAGACC————UUU 383

KKK KA KK Kk Kk Xk Kk ko xk k% 900888888888885..4444333334433 . ... 3337 FFxFk KX KK Ax | xkk PP

NC
Cs
96

224
PP

NC
Cs
194

322
PP

NC
Cs
291

393
PP

NC
Cs
96

215
PP

NC
Cs
196

314
PP



>> KM576534

rank E-value score Dbias mdl mdl from mdl to seq from seq to acc trunc gc
(48) ! 1.4e-44 134.2 0.0 cm 1 291 [1] 117 383 + .. 0.87 no 0.59
Navavavs vV VVV VV v v NC
<< SE>>===(((CCCCCCCCCCCe===0(((======~ e L S O Gttt Lo (ee=ceeccceeeeeccccee. cs
srp3 1 cgGCUGUAAUGGCcguAaagcgGGAAUGcGecuc.uGuucaaacuChAag. . GAcuccgcUCuauuGeGCGCUg.gUUcGegacuccgecCgeccccagacguc. 96
:GGCUGUAA GGCC: AA G+GGGA:U CG::: G U ::4+ C ++ G c C U G+GCGC G GUUC+:GA :::CC:C:CCAGA ::C

KM576534 117 UGGCUGUAACGGCCCCAAGGUGGGAAUGCGAGGCc-GAUGUUUUCCCCAacGGAGUCCCGUGCUCGUGCGCCGaGUUCAAGAC-UGUCCCCUCCAGAAAACU 215
Kkkkk Kk kkkkk Kk kkkkk Xk kkkkkkkx**k**5 _ A44433333333324667 77777 TT8888*****QQGO***x**x*QQQ Hkkkkkxkxkkkkkx*kk** PP

vV \avs v v NC
CCCC((, . <<<<KLKLKL=<KLLLLLL SESSSSS>-—=>S5SS55C SO m m = <KLKLKLmm = =<K SS>——==>>>>->>>>>>>))) CS

srp3 97 caGGuuc.cacgcccgcccgecccGCAagggguggggUcgggecguggaUAAuuggacgugGUcugggguAGuCgGGCAACCGAGCAccccgcacguccagC 196
1:GG::+ C: :C ¢ C:C::CG A G::G:G :+ G: :G::UAA:: G C:U:GUC ::G:+AG+:::GCAA:::+GCA:C::G:A:G C ::C

KM576534 216 UUGGUGUcCAUCGUCCCUCACAGCGUAGGCUGUGGUC-GGAUUUGGAGUAAUCGGCCCUUGUC-UAGCCAGGGAAGCAAUUCCGCAGCUAGCAGGACUCAC 314

KAXK KA KT EEEOEEEOER A X Ik h kA Xk ok kA xkkhdA*x*x0 GEEBBYBErHhhhrxkkhhrkhhhdhkx Fhhrkhhhhrkhhhxkkhhrxxkhhhkxkkhhkxxkkrxxx Pp

v v vV VVV vv vVVV NC
)N =)))==))))===))) ) ) ) == ) ) === =) ))) ) ) e ))=)) mmm e e ))))))))))))))) e CS
srp3 197 CuggacgcuculUaggggAUacGgcgggc. .gucgGuu.CguggagggaGuCuucgggCaauaagauglUcacauCugugCcgagCgCAAACCuuculUUU 291
C::G:: +UCUUAGG:GAU+:GG::: + UC:GU G G+ C:: UG C:::CG A:ACC UuuU
KM576534 315 CGAGUUGGUCUUAGGAGAUCAGGGCACGuUcAUCUGUCg--CGCGGGUGCGCCG————===——=————————————— UGUCCCUCGUAGACC----UUU 383
KRXKKK KK KKK KX XXX X ***%000888888888885..4444333334433 .00 i iiiiiiiiinnnnnn 33T FFFFxF KK KKK Kxx PP
>> HF674531
rank E-value score Dbias mdl mdl from mdl to seq from seq to acc trunc gc
(49) ! 1.4e-44 134.2 0.0 cm 1 291 [] 117 383 + .. 0.87 no 0.59
Navavavs vV VVV VvV v v NC
<< SE>>===(((CCCCCCCCCCCe===0(((======~ o= (O (e Lo (ee=ceeccceeeecccccee. cs
srp3 1 cgGCUGUAAUGGCcguAaagcgGGAAUGcGecuc.uGuucaaacuChAag. .GAcuccgcUCuauuGeGCGCUg.gUUcGegacuccgecCgeccccagacguc. 96
:GGCUGUAA GGCC: AA G+GGGA:U CG::: G U ::4+ C ++ G c C U G+GCGC G GUUC+:GA :::CC:C:CCAGA ::C

HF674531 117 UGGCUGUAACGGCCCCAAGGUGGGAAUGCGAGGCc-GAUGUUUUCCCCAacGGAGUCCCGUGCUCGUGCGCCGaGUUCAAGAC-UGUCCCCUCCAGAAAACU 215
Xkkkk Kk kkk Kk Kk kkkkk Xk kkkkkkkx**k**5 _ A4443333333332466777777TT8888*****QQGO***x**x*QQQ Hkkkkkxkxkkkkx*kk** PP

vV \avs v v NC
(OO, . <<<<KLKLKL=<KLLLLLL SESSSSS>-—=>S5SSS55C SO m m =KL = m = =<K SS>——==>>>>->>>>>>>))) CS

srp3 97 caGGuuc.cacgcccgcccgecccGCAagggguggggUcgggecguggaUAAuuggacgugGUcugggguAGuCgGGCAACCGAGCAcceccgcacguccagC 196
1:GG::+ C: :C ¢ C:C::CG A G::G:G :+ G: :G::UAA:: G C:U:GUC ::G:+AG+:::GCAA:::+GCA:C::G:A:G C ::C

HF674531 216 UUGGUGUcCAUCGUCCCUCACAGCGUAGGCUGUGGUC-GGAUUUGGAGUAAUCGGCCCUUGUC-UAGCCAGGGAAGCAAUUCCGCAGCUAGCAGGACUCAC 314

AKX KA KT EEEOEEEOR A F Ik h kA Xk hhhxkkhdA*x*x0 GEEBBYBBrHhhhrxkkhhrkhhhdhkx Fhhrxkhhhhrkhhhxkkhhrxxkhhhkxkkhhkxxkkrxxx Pp

v v vV VVVv Vv VAAAY NC

)N =) ==))))===))) ) ) ) == ) ) === =) ))) ) ) e ))=)) mmm e e e ))))))))))))))) e CS
srp3 197 CuggacgcucuUaggggAUacGgcgggc..gucgGuu.CguggagggaGuCuucgggCaauaagauglcacauCugugCcgagCgCAAACCuuculUUU 291



C::G:: +UCUUAGG:GAU+:GG::: + UC:GU G G+ C:: UG C:::CG A:ACC uuu
HF674531 315 CGAGUUGGUCUUAGGAGAUCAGGGCACGUCAUCUGUCg--CGCGGGUGCGCCG—=======———=—===————————— UGUCCCUCGUAGACC----UUU 383
KAAKFH KKK KA A A K I A XXX AKX, 000888888888885..4444333334433 . 40t i iiiiinnennnnenns 33JTFFA A KK IR K | Kkx PP

>> HF674533

rank E-value score Dbias mdl mdl from mdl to seq from seq to acc trunc gc
(50) ! l.4e-44 134.2 0.0 cm 1 291 [1] 117 383 + .. 0.87 no 0.59
Navavavs vV VVV VV v v NC
<< SE>>===(((CCCCCCCCCCCe===0(((======~ e L S O Gttt Lo (ee=ceeccceeeeeccccee. cs
srp3 1 cgGCUGUAAUGGCcguAaagcgGGAAUGcGecuc.uGuucaaacuChAag. . GAcuccgcUCuauuGeGCGCUg.gUUcGegacuccgecCgeccccagacguc. 96
:GGCUGUAA GGCC: AA G+GGGA:U CG::: G U ::4+ C ++ G c C U G+GCGC G GUUC+:GA :::CC:C:CCAGA ::C

HF674533 117 UGGCUGUAACGGCCCCAAGGUGGGAAUGCGAGGCc-GAUGUUUUCCCCAacGGAGUCCCGUGCUCGUGCGCCGaGUUCAAGAC-UGUCCCCUCCAGAAAACU 215
Kkkkk Kk kkkkk Kk kkkkk Xk kkkkkkkx**k**5 _ A44433333333324667 77777 TT8888*****QQGO***x**x*QQQ Hkkkkkxkxkkkkkx*kk** PP

vV \avs v v NC
(OO, . <<<<KLKLKL=<KLLLLL SESSSSS>-—=>S5SS55C SO m m =KL m = =<K SS>——==>>>>->>>>>>>))) CS

srp3 97 caGGuuc.cacgcccgcccgecccGCAagggguggggUcgggecguggaUAAuuggacgugGUcugggguAGuCgGGCAACCGAGCAccccgcacguccagC 196
1:GG::+ C: :C ¢ C:C::CG A G::G:G :+ G: :G::UAA:: G C:U:GUC ::G:+AG+:::GCAA:::4+GCA:C::G:A:G C ::C

HF674533 216 UUGGUGUcCAUCGUCCCUCACAGCGUAGGCUGUGGUC-GGAUUUGGAGUAAUCGGCCCUUGUC-UAGCCAGGGAAGCAAUUCCGCAGCUAGCAGGACUCAC 314

AKX KA KT EEEOEEEOR A X Ik h kA Xk ok kA xkkhdA*x*x0 GEEBBYBBrHhhhrxkkhhxkkhhdhkx Fhhrxkhhhhrkhhhxkkhhrxxhhhhkxkkhhkrxxkkrxxx Pp

v v VvV VVV v vVVV NC
I ==))))===)))))) == ))) ) m==.=))))) ) == ))=))mmmm e ))))))))))))))) s CS
srp3 197 CuggacgcucuUaggggAUacGgcgggc..gucgGuu.CguggagggaGuCuucgggCaauaagauglcacauCugugCcgagCgCAAACCuuculUUU 291
C::G:: +UCUUAGG:GAU+:GG::: + UC:GU G G+ C:: UG C:::CG A:ACC uuu
HF674533 315 CGAGUUGGUCUUAGGAGAUCAGGGCACGuUcAUCUGUCg--CGCGGGUGCGCCG————===——=——=——————————— UGUCCCUCGUAGACC----UUU 383
KAAK KKK KKK A A A K I A XXX AKX AX000888888888885..4444333334433. 40t iiiiiinnnennnnenns 33T rFAA KKK IR K | Kkx PP
>> HF674534
rank E-value score Dbias mdl mdl from mdl to seq from seq to acc trunc gc
(51) ! 1.4e-44 134.2 0.0 cm 1 291 [] 117 383 + .. 0.87 no 0.59
VVVV vV VVV VV v v NC
<< SES>——= (((CCCCCCCCC(a==((( (=77~ o= ((((((mmmmmmm e s (Ce=ceeeececeecceecce. cs
srp3 1 cgGCUGUAAUGGCcguAaagcgGGAAUGcGcuc.uGuucaaacuChAag. . GAcuccgcUCuauuGeGCGCUg.gUUcGegacuccgecCgceccccagacguc. 96
:GGCUGUAA GGCC: AA G+GGGA:U CG::: G U ::4+ C ++ G c cC U G+GCGC G GUUC+:GA :::CC:C:CCAGA ::C

HF674534 117 UGGCUGUAACGGCCCCAAGGUGGGAAUGCGAGGCc-GAUGUUUUCCCCAacGGAGUCCCGUGCUCGUGCGCCGaGUUCAAGAC-UGUCCCCUCCAGAAAACU 215
Kokkkk Kk kkkkk Kk kkkkk Xk kkkkkkkx**k**5 _ A4443333333332466777777TT8888*****QQGO***x**x*QQQ Hkkkkkxkxkkkkx*kk** PP

vV \avs v v NC
(OO, . <<<<KLKLKL=<KLLLLL SESSSSS>-—=>S5SSS55C SO m = <KLKLKLmm = =<K SS>——==>>>>->>>>>>>))) CS

srp3 97 caGGuuc.cacgcccgcccgecccGCAagggguggggUcgggecguggaUAAuuggacgugGUcugggguAGuCgGGCAACCGAGCAccccgcacguccagC 196
1:GG::+ C: :C ¢ C:C::CG A G::G:G :+ G: :G::UAA:: G C:U:GUC ::G:+AG+:::GCAA:::4+GCA:C::G:A:G C ::C

HF674534 216 UUGGUGUcCAUCGUCCCUCACAGCGUAGGCUGUGGUC-GGAUUUGGAGUAAUCGGCCCUUGUC-UAGCCAGGGAAGCAAUUCCGCAGCUAGCAGGACUCAC 314

KAXK KA KT EEEOEEEOR A X Ik h kA Xk kA xkkhdA*x*x0 GEEBBYBBrHhhhrxkkhhrkhhhdhkx Fhhrxkhhhhrkhhhxkhkhhrxxkhhhkxkkhhkxxkkrxxx Pp



v v vV VVVv Vv VAAAY NC

)N =) ==))) ) ===))) ) ) ) == ))) ) === =) ))) ) ) e ))=)) mmm e e ))))))))))))))) e CS
srp3 197 CuggacgcucuUaggggAUacGgcgggc. .gucgGuu.CguggagggaGuCuucgggCaauaagauglcacauCugugCcgagCgCAAACCuuculUUU 291
C::G:: +UCUUAGG:GAU+:GG::: + UC:GU G G+ C:: UG C:::CG A:ACC UuuU
HF674534 315 CGAGUUGGUCUUAGGAGAUCAGGGCACGuUcCAUCUGUCg--CGCGGGUGCGCCG————====—=————————————— UGUCCCUCGUAGACC----UUU 383
KKK KK KKK KKK KA XX XXX ***%090888888888885..4444333334433 .00 i iiiiiiiinnnnnn 33T FFFxxF KK KKK Kxx PP
>> HF674549
rank E-value score Dbias mdl mdl from mdl to seq from seq to acc trunc gc
(52) ! 1.4e-44 134.2 0.0 cm 1 291 [] 117 383 + .. 0.87 no 0.59
Navavavs vV VVV VV v v NC
<< SE>>===(((CCCCCCCCCCCe=—==0(((======~ e L O Gttt smmm- (ee=ceeccceeececcecee. cs
srp3 1 cgGCUGUAAUGGCcguAaagcgGGAAUGcGecuc.uGuucaaacuChAag. . GAcuccgcUCuauuGeGCGCUg.gUUcGegacuccgecCgeccccagacguc. 96
:GGCUGUAA GGCC: AA G+GGGA:U CG::: G U ::44+ C ++ G c C U G+GCGC G GUUC+:GA :::CC:C:CCAGA ::C

HF674549 117 UGGCUGUAACGGCCCCAAGGUGGGAAUGCGAGGCc-GAUGUUUUCCCCAacGGAGUCCCGUGCUCGUGCGCCGaGUUCAAGAC-UGUCCCCUCCAGAAAACU 215
Kokkkk Kk kkkkk Kk kkkkk Xk kkkkkkkx**k**5 _ A44433333333324667 77777 TT8888*****QQGO***x**x*QQQ Hkkkkkxkxkkkkx*kk** PP

vV \avs v v NC

(OO, . <<<<KLKLKL=<KLLLLL SESSSSS>-—=>S5SS55C SO m m =KL m = =<K SS>——==>>>>->>>>>>>))) CS

srp3 97 caGGuuc.cacgcccgcccgecccGCAagggguggggUcgggecguggaUAAuuggacgugGUcugggguAGuCgGGCAACCGAGCAcceccgcacguccagC 196
1:GG::+ C: :C ¢ C:C::CG A G::G:G :+ G: :G::UAA:: G C:U:GUC ::G:+AG+:::GCAA:::4+GCA:C::G:A:G C ::C

HF674549 216 UUGGUGUcCAUCGUCCCUCACAGCGUAGGCUGUGGUC-GGAUUUGGAGUAAUCGGCCCUUGUC-UAGCCAGGGAAGCAAUUCCGCAGCUAGCAGGACUCAC 314

AKX KA KT EEEOEEEER A X Ik h kA Xk ok kA xkkhdA*x*x0 GEEBBYBErFhhhrxkkhhrkkhhdhkx Fhhrkhhhhrkhhhxkkhhrxxkhhhkxkkhhkrxxkkrxxx Pp

v v vV VVV v vVVV NC
)N =) ==))))===))) ) ) ) == ) ) === =) ) ) ) e ))=)) mmm e e ))))))))))))))) e CS
srp3 197 CuggacgcucuUaggggAUacGgcgggc. .gucgGuu.CguggagggaGuCuucgggCaauaagauglcacauCugugCcgagCgCAAACCuuculUUU 291
C::G:: +UCUUAGG:GAU+:GG::: + UC:GU G G+ C:: UG C:::CG A:ACC UuuU
HF674549 315 CGAGUUGGUCUUAGGAGAUCAGGGCACGuUcAUCUGUCg--CGCGGGUGCGCCG———====——=————————————— UGUCCCUCGUAGACC----UUU 383
KRKXKKK KK KKK KA X XXX ***%000888888888885..4444333334433 .00 iiiiiiiiinnnnnn 333TFFFFxI KK KKK Kxx PP
>> HF674551
rank E-value score Dbias mdl mdl from mdl to seq from seq to acc trunc gc
(53) ! 1.4e-44 134.2 0.0 cm 1 291 [] 117 383 + .. 0.87 no 0.59
Navavavs vV VVV VV v v NC
<< SE>>===(((CCCCCCCCCCCe=—==0(((======~ o= (O (e smmm- (ee=ceececeeeeeccccee. cs
srp3 1 cgGCUGUAAUGGCcguAaagcgGGAAUGcGecuc.uGuucaaacuChAag. .GAcuccgcUCuauuGeGCGCUg.gUUcGegacuccgeCgeccccagacguc. 96
:GGCUGUAA GGCC: AA G+GGGA:U CG::: G U ::4+ C ++ G c C U G+GCGC G GUUC+:GA :::CC:C:CCAGA ::C

HF674551 117 UGGCUGUAACGGCCCCAAGGUGGGAAUGCGAGGCc-GAUGUUUUCCCCAacGGAGUCCCGUGCUCGUGCGCCGaGUUCAAGAC-UGUCCCCUCCAGAAAACU 215
Kokkkkkkkkkkk Kk kkkkk Xk kkkkkkkxk*k**5 _ A4443333333332466777777TT8888*****QQGO***x**x*QQQ Hkkkkkxkxkkkkxkk** PP

vV \avs v v NC

(OO, . <<<<KLKLKL=<KLLLLLLL SESSSSS>-—=>SSSS55C SO - m m = <KLKLKLKmm = =<K SS>——==>>>>->>>>>>>))) CS

srp3 97 caGGuuc.cacgcccgcccgecccGCAagggguggggUcgggecguggaUAAuuggacgugGUcugggguAGuCgGGCAACCGAGCAcccecgcacguccagC 196
1:GG::+ C: :C ¢ C:C::CG A G::G:G :+ G: :G::UAA:: G C:U:GUC ::G:+AG+:::GCAA:::4+GCA:C::G:A:G C ::C




HF674551 216 UUGGUGUcCAUCGUCCCUCACAGCGUAGGCUGUGGUC-GGAUUUGGAGUAAUCGGCCCUUGUC-UAGCCAGGGAAGCAAUUCCGCAGCUAGCAGGACUCAC 314

AKX KA KT EEEOEEEER A X Ik h kA Xk ok kA xkkhdA*x*x0 GEEBBYBBrHkhhhrxkkhhxkhhhdhkx Fhhrxkhhhhrkhhhxkkhhrxxkhhhkxkkhhkxxkk*xxx PP

v v vV VVV v vVVV NC
)N =) ==))))===))) ) ) ) == ) ) === =) ) ) ) e ))=)) mmm e e ))))))))))))))) e CS
srp3 197 CuggacgcucuUaggggAUacGgcgggc. .gucgGuu.CguggagggaGuCuucgggCaauaagauglcacauCugugCcgagCgCAAACCuuculUUU 291
C::G:: +UCUUAGG:GAU+:GG::: + UC:GU G G+ C:: UG C:::CG A:ACC UuuU
HF674551 315 CGAGUUGGUCUUAGGAGAUCAGGGCACGuUcAUCUGUCg--CGCGGGUGCGCCG————===——=——=——————————— UGUCCCUCGUAGACC----UUU 383
KRKXKKK KK KKK KX X XXX ***%000888888888885..4444333334433 . .00 i iiiiiiiinnnnnn 33T FFFxRxx KK KKK Kxx PP
>> HF674569
rank E-value score Dbias mdl mdl from mdl to seq from seq to acc trunc gc
(54) ! 1.4e-44 134.2 0.0 cm 1 291 [] 117 383 + .. 0.87 no 0.59
Navavavs vV VVV VvV v v NC
<< SE>>===(((CCCCCCCCCCCe=—==0(((======~ e L O Gttt smmm- (ee=ceeccceeeeeccccee. cs
srp3 1 cgGCUGUAAUGGCcguAaagcgGGAAUGcGecuc.uGuucaaacuChAag. .GAcuccgcUCuauuGeGCGCUg.gUUcGegacuccgecCgeccccagacguc. 96
:GGCUGUAA GGCC: AA G+GGGA:U CG::: G U ::44+ C ++ G c C U G+GCGC G GUUC+:GA :::CC:C:CCAGA ::C

HF674569 117 UGGCUGUAACGGCCCCAAGGUGGGAAUGCGAGGCc-GAUGUUUUCCCCAacGGAGUCCCGUGCUCGUGCGCCGaGUUCAAGAC-UGUCCCCUCCAGAAAACU 215
Kkkkk Kk kkkkk Kk kkkkk Xk kkkkkkkx**k**5 _ A44433333333324667 77777 TT8888*****QQGO***x**x*QQQ Hkkkkkxkxkkkkx*kk** PP

vV \avs v v NC

(OO, . <<<<KLKLKL=<KLLLLL SESSSSS>-—=>S5SSS55C SO m = <KLKLKLmm = =<K SS>——==>>>>->>>>>>>))) CS
srp3 97 caGGuuc.cacgcccgcccgecccGCAagggguggggUcgggecguggaUAAuuggacgugGUcugggguAGuCgGGCAACCGAGCAcccecgcacguccagC 196

1:GG::+ C: :C ¢ C:C::CG A G::G:G :+ G: :G::UAA:: G C:U:GUC ::G:+AG+:::GCAA:::+GCA:C::G:A:G C ::C

HF674569 216 UUGGUGUcCAUCGUCCCUCACAGCGUAGGCUGUGGUC-GGAUUUGGAGUAAUCGGCCCUUGUC-UAGCCAGGGAAGCAAUUCCGCAGCUAGCAGGACUCAC 314

AKX KA KT EEEOEEEER A X Ik h kA Xk ok kA xkkhdA*x*x0 GEEBBYBErFhhhrxkkhhrkkhhdhkx Fhhrkhhhhrkhhhxkkhhrxxkhhhkxkkhhkrxxkkrxxx Pp

v v vV VVV v vVVV NC
)N =) ==))))===))) ) ) )= ))) ) === =) ))) ) ) e ))=)) mmm e e ))))))))))))))) e CS
srp3 197 CuggacgcucuUaggggAUacGgcgggc. .gucgGuu.CguggagggaGuCuucgggCaauaagauglcacauCugugCcgagCgCAAACCuuculUUU 291
C::G:: +UCUUAGG:GAU+:GG::: + UC:GU G G+ C:: UG C:::CG A:ACC UuuU
HF674569 315 CGAGUUGGUCUUAGGAGAUCAGGGCACGuUcCAUCUGUCg--CGCGGGUGCGCCG————===——=————————————— UGUCCCUCGUAGACC----UUU 383
KRXKKK KKK KKK X X XXX ***%090888888888885..4444333334433 .00 i iiiiiiiiennnnn 33T FFFFxx KK KKK Kxx PP
>> HF674570
rank E-value score Dbias mdl mdl from mdl to seq from seq to acc trunc gc
(55) ! 1.4e-44 134.2 0.0 cm 1 291 [] 117 383 + .. 0.87 no 0.59
Navavavs vV VVV VV v v NC
<< SE>>===(((CCCCCCCCCCCe===0(((======~ e L O Gttt smmm- (ee=ceecccceececcccee. cs
srp3 1 cgGCUGUAAUGGCcguAaagcgGGAAUGcGecuc.uGuucaaacuChAag. .GAcuccgcUCuauuGeGCGCUg.gUUcGegacuccgecCgeccccagacguc. 96
:GGCUGUAA GGCC: AA G+GGGA:U CG::: G U ::4+ C ++ G c C U G+GCGC G GUUC+:GA :::CC:C:CCAGA ::C

HEF674570 117 UGGCUGUAACGGCCCCAAGGUGGGAAUGCGAGGCc-GAUGUUUUCCCCAacGGAGUCCCGUGCUCGUGCGCCGaGUUCAAGAC-UGUCCCCUCCAGAAAACU 215
Kokkkk Kk kkk Kk Kk kkkkk Xk kkkkkkkx**k**5 _ A4443333333332466777777TT8888*****QQGO***x**x*QQQ Hkkkkkxkxkkkkx*kk** PP

vV \avs v v NC



CCCC((, - <<<KLKLLL =KL LLL SESSSSS>-—=>S5SSS55C SO m — =KL mm = =<K SS>——==>>>>->>>>>>>))) CS

srp3 97 caGGuuc.cacgcccgcccgecccGCAagggguggggUcgggecguggaUAAuuggacgugGUcugggguAGuCgGGCAACCGAGCAcccecgcacguccagC 196
1:GG::+ C: :C ¢ C:C::CG A G::G:G :+ G: :G::UAA:: G C:U:GUC ::G:+AG+:::GCAA:::+GCA:C::G:A:G C ::C

HF674570 216 UUGGUGUcCAUCGUCCCUCACAGCGUAGGCUGUGGUC-GGAUUUGGAGUAAUCGGCCCUUGUC-UAGCCAGGGAAGCAAUUCCGCAGCUAGCAGGACUCAC 314

AKX KA KT EEEOEEEOER A X Ik h kA Xk hk kA xkkhdA*x*x0 GEEBBYBBrHhhhrxkkhhxkkhhdhkx Fhhrxkhhhhrkhhhxkkhhrxxkhhhkxkkhhkrxxkkrxxx PP

v v vV VVV v vVVV NC
)N =) ==))))===))) ) ) ) == ) )) ) === =) ) )) ) ) e ))=)) mmm e e ))))))))))))))) e CS
srp3 197 CuggacgcucuUaggggAUacGgcgggc. .gucgGuu.CguggagggaGuCuucgggCaauaagauglcacauCugugCcgagCgCAAACCuuculUUU 291
C::G:: +UCUUAGG:GAU+:GG::: + UC:GU G G+ C:: UG C:::CG A:ACC UuuU
HF674570 315 CGAGUUGGUCUUAGGAGAUCAGGGCACGuUcAUCUGUCg--CGCGGGUGCGCCG————===——=————————————— UGUCCCUCGUAGACC----UUU 383
KRXKKK KKK KKK AKX XX XXX ***%000888888888885..4444333334433 .00 i iiiiiiiiinnnnnn 33T FFFFRxF KK KKK Kxx PP
>> HF674572
rank E-value score Dbias mdl mdl from mdl to seq from seq to acc trunc gc
(56) ! 1.4e-44 134.2 0.0 cm 1 291 [] 117 383 + .. 0.87 no 0.59
Navavavs vV VVV VV v v NC
<< SE>>===(((CCCCCCCCCCCe===0(((======~ o= (O (e Lo (ee=ceeccceeeecccccee. cs
srp3 1 cgGCUGUAAUGGCcguAaagcgGGAAUGcGecuc.uGuucaaacuChAag. .GAcuccgcUCuauuGeGCGCUg.gUUcGegacuccgecCgeccccagacguc. 96
:GGCUGUAA GGCC: AA G+GGGA:U CG::: G U ::4+ C ++ G c C U G+GCGC G GUUC+:GA :::CC:C:CCAGA ::C

HF674572 117 UGGCUGUAACGGCCCCAAGGUGGGAAUGCGAGGCc-GAUGUUUUCCCCAacGGAGUCCCGUGCUCGUGCGCCGaGUUCAAGAC-UGUCCCCUCCAGAAAACU 215
Kokkkk Kk kkkkk Kk kkkkkkkkkkkkkkx**k**5 _ A44433333333324667 77777 TT8888*****QQGO***x**x*QQQ Hkkkkkxkxkkkkxkk** PP

vV \avs v v NC
CCCC((, . <<<<KLKLKL=<KLLLLLL SSSSSSS>-—=>S5SS55C SO m m =KL m = =<K SS>——==>>>>->>>>>>>))) CS

srp3 97 caGGuuc.cacgcccgcccgecccGCAagggguggggUcgggecguggaUAAuuggacgugGUcugggguAGuCgGGCAACCGAGCAccececgcacguccagC 196
1:GG::+ C: :C ¢ C:C::CG A G::G:G :+ G: :G::UAA:: G C:U:GUC ::G:+AG+:::GCAA:::4+GCA:C::G:A:G C ::C

HF674572 216 UUGGUGUcCAUCGUCCCUCACAGCGUAGGCUGUGGUC-GGAUUUGGAGUAAUCGGCCCUUGUC-UAGCCAGGGAAGCAAUUCCGCAGCUAGCAGGACUCAC 314

KAXK KA KT EEEOEEEER A X Ik h kA Xk kA xkkhdA*x*x0 GEEBBYBBrFhhhrxkkhhxkkhhdhkx Fhhrkhhhhrkhhhxkkhhrxxkhhhkxkkhhkrxxkkrxxx Pp

v v VvV VVV v vVVV NC
)N =) ==))))===))) ) ) )= ))) ) === =) ))) ) ) e ))=)) mmm e e ))))))))))))))) e CS
srp3 197 CuggacgcucuUaggggAUacGgcgggc. .gucgGuu.CguggagggaGuCuucgggCaauaagauglcacauCugugCcgagCgCAAACCuuculUUU 291
C::G:: +UCUUAGG:GAU+:GG::: + UC:GU G G+ C:: UG C:::CG A:ACC UuuU
HF674572 315 CGAGUUGGUCUUAGGAGAUCAGGGCACGuUcCAUCUGUCg--CGCGGGUGCGCCG————===——=——=——————————— UGUCCCUCGUAGACC----UUU 383
KRXKKK KK KKK KX X XXX X ***%000888888888885..4444333334433 .00 i iiiiiiiinnnnnn 33T FFFFRxF KK KKK Kxx PP
>> HF674578
rank E-value score Dbias mdl mdl from mdl to seq from seq to acc trunc gc
(57) ! 1.4e-44 134.2 0.0 cm 1 291 [] 117 383 + .. 0.87 no 0.59
Navavavs vV VVV VvV v v NC
<< SE>>===(((CCCCCCCCCCCCe===0(((======~ e L O Gttt smmm- (ee=ceecccceeeeccccee. cs
srp3 1 cgGCUGUAAUGGCcguAaagcgGGAAUGcGecuc.uGuucaaacuChAag. .GAcuccgcUCuauuGeGCGCUg.gUUcGegacuccgecCgceccccagacguc. 96
:GGCUGUAA GGCC: AA G+GGGA:U CG::: G U ::4+ C ++ G c C U G+GCGC G GUUC+:GA :::CC:C:CCAGA ::C

HF674578 117 UGGCUGUAACGGCCCCAAGGUGGGAAUGCGAGGCc-GAUGUUUUCCCCAacGGAGUCCCGUGCUCGUGCGCCGaGUUCAAGAC-UGUCCCCUCCAGAAAACU 215



KAX KK A AF IR AKXk kA A Xk khh A xkkhrxxx* x5 A44443333333332466777777778888* **x*x*x8880** 4 *x*x*xQ9QQ *r*kkkkxkkkhkhkxxkk*xxx PP

vV \avs v v NC
(OO, . <<<<KLKLKL=<KLLLLLL SSSSSSS>-—=>SSSS55C SO m =KL m = =<K SS>——==>>>>->>>>>>>))) CS

srp3 97 caGGuuc.cacgcccgcccgecccGCAagggguggggUcgggecguggaUAAuuggacgugGUcugggguAGuCgGGCAACCGAGCAccececgcacguccagC 196
1:GG::+ C: :C ¢ C:C::CG A G::G:G :+ G: :G::UAA:: G C:U:GUC ::G:+AG+:::GCAA:::4+GCA:C::G:A:G C ::C

HF674578 216 UUGGUGUcCAUCGUCCCUCACAGCGUAGGCUGUGGUC-GGAUUUGGAGUAAUCGGCCCUUGUC-UAGCCAGGGAAGCAAUUCCGCAGCUAGCAGGACUCAC 314

KAXK KA KT EEEOEEEER A X Ik h kA Xk hhhxkkhdA*x*x0 GEEBBYBBrHhhhrxkkhhrxkkhhdhkx Fhhrkhhhrhrkhhhxkkhhrxxkhhhkxkkhhkxxkkrxxx Pp

v v vV VVV v vVVV NC
)N =) ==))))===))) ) ) ) == ) )) ) === =) ) )) ) ) e ))=)) mmm e e ))))))))))))))) e CS
srp3 197 CuggacgcucuUaggggAUacGgcgggc. .gucgGuu.CguggagggaGuCuucgggCaauaagauglcacauCugugCcgagCgCAAACCuuculUUU 291
C::G:: +UCUUAGG:GAU+:GG::: + UC:GU G G+ C:: UG C:::CG A:ACC UuuU
HF674578 315 CGAGUUGGUCUUAGGAGAUCAGGGCACGuUcAUCUGUCg--CGCGGGUGCGCCG————===——=————————————— UGUCCCUCGUAGACC----UUU 383
KRXKKK KKK KKK AKX XX XXX ***%000888888888885..4444333334433 .00 i iiiiiiiiinnnnnn 33T FFFFRxF KK KKK Kxx PP
>> HF674592
rank E-value score Dbias mdl mdl from mdl to seq from seq to acc trunc gc
(58) ! 1.4e-44 134.2 0.0 cm 1 291 [] 117 383 + .. 0.87 no 0.59
Navavavs vV VVV VV v v NC
<< SE>>===(((CCCCCCCCCCCe===0(((======~ o= (O (e Lo (ee=ceececeeeeeccccee. cs
srp3 1 cgGCUGUAAUGGCcguAaagcgGGAAUGcGecuc.uGuucaaacuChAag. .GAcuccgcUCuauuGeGCGCUg.gUUcGegacuccgecCgeccccagacguc. 96
:GGCUGUAA GGCC: AA G+GGGA:U CG::: G U ::4+ C ++ G c C U G+GCGC G GUUC+:GA :::CC:C:CCAGA ::C

HF674592 117 UGGCUGUAACGGCCCCAAGGUGGGAAUGCGAGGCc-GAUGUUUUCCCCAacGGAGUCCCGUGCUCGUGCGCCGaGUUCAAGAC-UGUCCCCUCCAGAAAACU 215
Kokkkk Kk kkkkk Kk kkkkk Xk kkkkkkkxk*k**5 _ A44433333333324667 77777 TT8888*****QQGO***x**x*QQQ Hkkkkkxkxkkkkxkk** PP

vV \avs v v NC
CCCC((, . <<<<KLKLKL=<KLLLLLL SSSSSSS>-—=>S5SS55C SO m m =KL m = =<K SS>——==>>>>->>>>>>>))) CS

srp3 97 caGGuuc.cacgcccgcccgecccGCAagggguggggUcgggecguggaUAAuuggacgugGUcugggguAGuCgGGCAACCGAGCAccccgcacguccagC 196
1:GG::+ C: :C ¢ C:C::CG A G::G:G :+ G: :G::UAA:: G C:U:GUC ::G:+AG+:::GCAA:::+GCA:C::G:A:G C ::C

HF674592 216 UUGGUGUcCAUCGUCCCUCACAGCGUAGGCUGUGGUC-GGAUUUGGAGUAAUCGGCCCUUGUC-UAGCCAGGGAAGCAAUUCCGCAGCUAGCAGGACUCAC 314

AKX KA KT EEEOEEEOR A X Ik h kA Xk ok kA xkkhdA*x*x0 GEEBBYBBrFhhhrxkkhhxkkhhdhkx Fhhrxkhhhhrkhhhxkkhhrxxkhhhkxkkhhkxxkkrxxx Pp

v v vV VvV Vv VAAAY NC

)N =)))==))))===))) ) ) ) == ) ) === =) ))) ) ) e ))=)) mmm e e ))))))))))))))) e CS
srp3 197 CuggacgcucuUaggggAUacGgcgggc. .gucgGuu.CguggagggaGuCuucgggCaauaagauglcacauCugugCcgagCgCAAACCuuculUUU 291

C::G:: +UCUUAGG:GAU+:GG::: + UC:GU G G+ C:: UG C:::CG A:ACC uuu
HF674592 315 CGAGUUGGUCUUAGGAGAUCAGGGCACGuUcAUCUGUCg--CGCGGGUGCGCCG————====—=————————————— UGUCCCUCGUAGACC----UUU 383
KRXKKK KKK KKK KA X XXX X ***%000888888888885..4444333334433 .00 i iiiiiiiinnnnnn 33JTrFAAA KK IR X | Kkx PP
>> HF674638
rank E-value score Dbias mdl mdl from mdl to seq from seq to acc trunc gc
(59) ! 1.4e-44 134.2 0.0 cm 1 291 [] 117 383 + .. 0.87 no 0.59
Navavavs vV VVV VV v v NC

<< SES>=—= (=== ((=mm===~ T O O ST (eee=ceececcceeceeecee. cs



srp3 1 cgGCUGUAAUGGCcguAaagcgGGAAUGcGecuc.uGuucaaacuChAag. .GAcuccgcUCuauuGeGCGCUg.gUUcGegacuccgecCgeccccagacguc. 96
:GGCUGUAA GGCC: AA G+GGGA:U CG::: G U ::4+ C ++ G c C U G+GCGC G GUUC+:GA :::CC:C:CCAGA ::C

HF674638 117 UGGCUGUAACGGCCCCAAGGUGGGAAUGCGAGGCc-GAUGUUUUCCCCAacGGAGUCCCGUGCUCGUGCGCCGaGUUCAAGAC-UGUCCCCUCCAGAAAACU 215

*********************************5.44443333333332466777777778888*****8889******999.****************** PP

vV \avs v v NC

(OO, . <<<<KLKLKL=<KLLLLLL SSSSSSS>-—=>SSSS55C SO m =KL m = =<K SS>——==>>>>->>>>>>>))) CS

srp3 97 caGGuuc.cacgcccgcccgecccGCAagggguggggUcgggecguggaUAAuuggacgugGUcugggguAGuCgGGCAACCGAGCAcccecgcacguccagC 196
1:GG::+ C: :C ¢ C:C::CG A G::G:G :+ G: :G::UAA:: G C:U:GUC ::G:+AG+:::GCAA:::4+GCA:C::G:A:G C ::C

HF674638 216 UUGGUGUcCAUCGUCCCUCACAGCGUAGGCUGUGGUC-GGAUUUGGAGUAAUCGGCCCUUGUC-UAGCCAGGGAAGCAAUUCCGCAGCUAGCAGGACUCAC 314

KAXK KA KT EEEOEEEER A X Ik h kA Xk hhhxkkhdA*x*x0 GEEBBYBBrHhhhrxkkhhrxkkhhdhkx Fhhrkhhhrhrkhhhxkkhhrxxkhhhkxkkhhkxxkkrxxx Pp

v v VvV VVV v vVVV NC
)N =)))==))))===))) ) ) ) == ) )) ) === =) ))) ) ) e ))=)) mmm e e ))))))))))))))) e CS
srp3 197 CuggacgcucuUaggggAUacGgcgggc. .gucgGuu.CguggagggaGuCuucgggCaauaagauglcacauCugugCcgagCgCAAACCuuculUUU 291
C::G:: +UCUUAGG:GAU+:GG::: + UC:GU G G+ C:: UG C:::CG A:ACC UuuU
HF674638 315 CGAGUUGGUCUUAGGAGAUCAGGGCACGuUcCAUCUGUCg--CGCGGGUGCGCCG————===——=——=——————————— UGUCCCUCGUAGACC----UUU 383
KRKKKK KK KKK KA XX XXX ***%000888888888885..4444333334433 .00 i iiiiiiiinnnnnn 33T FFFFRxF KK KKK Kxx PP
>> FR852106
rank E-value score Dbias mdl mdl from mdl to seq from seq to acc trunc gc
(60) ! 1.4e-44 134.2 0.0 cm 1 291 [] 125 391 + .. 0.87 no 0.59
Navavavs vV VVV VV v v NC
<< SE>>===(((CCCCCCCCCCCe===0(((======~ e L S O Gttt Lo (ee=ceeccceeeeeccccee. cs
srp3 1 cgGCUGUAAUGGCcguAaagcgGGAAUGcGecuc.uGuucaaacuChAag. .GAcuccgcUCuauuGeGCGCUg.gUUcGegacuccgecCgceccccagacguc. 96
:GGCUGUAA GGCC: AA G+GGGA:U CG::: G U ::4+ C ++ G c C U G+GCGC G GUUC+:GA :::CC:C:CCAGA ::C

FR852106 125 UGGCUGUAACGGCCCCAAGGUGGGAAUGCGAGGc-GAUGUUUUCCCCAacGGAGUCCCGUGCUCGUGCGCCGaGUUCAAGAC-UGUCCCCUCCAGAAAACU 223
Kokkkk Kk kkkkk Kk kkkkk Xk kkkkkkkxk*k**5 _ A44433333333324667 77777 TT8888*****QQGO***x**x*QQQ Hkkkkkxkxkkkkxkk** PP

vV \avs v v NC

(OO, . <<<<KLKLKL=<KLLLLL SESSSSS>-—=>S5SSS55C SO = <KLKLL = m = =<K SS>——==>>>>->>>>>>>))) CS

srp3 97 caGGuuc.cacgcccgcccgecccGCAagggguggggUcgggecguggaUAAuuggacgugGUcugggguAGuCgGGCAACCGAGCAccececgcacguccagC 196
1:GG::+ C: :C ¢ C:C::CG A G::G:G :+ G: :G::UAA:: G C:U:GUC ::G:+AG+:::GCAA:::4+GCA:C::G:A:G C ::C

FR852106 224 UUGGUGUcCAUCGUCCCUCACAGCGUAGGCUGUGGUC-GGAUUUGGAGUAAUCGGCCCUUGUC-UAGCCAGGGAAGCAAUUCCGCAGCUAGCAGGACUCAC 322

AKX KA KT EEEOEEEOR A X Ik h kA Xk ok kA xkkhdA*x*x0 GEEBBYBBrHhhhrxkkhhxkkhhdhkx Fhhrxkhhhhrkhhhxkkhhrxxhhhhkxkkhhkrxxkkrxxx Pp

v v VvV VVV v vVVV NC
)N =)))==))))===))) ) ) ) == ) ) === =) ))) ) ) e ))=)) mmm e e ))))))))))))))) e CS
srp3 197 CuggacgcucuUaggggAUacGgcgggc. .gucgGuu.CguggagggaGuCuucgggCaauaagauglUcacauCugugCcgagCgCAAACCuuculUUU 291
C::G:: +UCUUAGG:GAU+:GG::: + UC:GU G G+ C:: UG C:::CG A:ACC UuuU
FR852106 323 CGAGUUGGUCUUAGGAGAUCAGGGCACGUCAUCUGUCg--CGCGGGUGCGCCG——=—===———————————————— UGUCCCUCGUAGACC----UUU 391
KHAFAKK I AKX AFA XA I AKX XK AXX,000888888888885..4444333334433 .00t iiiiiiiinnnnnnn. 3337 A xR A KA AK xRk PP
>> UDB013255
rank E-value score Dbias mdl mdl from mdl to seq from seq to acc trunc gc

(61) ! 3.3e-44 133.2 0.0 cm 1 291 [] 125 391 + .. 0.88 no 0.60



srp3

UDB013255

srp3

UDB013255

srp3

UDB013255

>> EF218785

125

97

223

195

321

Nararavs v VVV VV v v

<<<< S>E>>===((((CCCCCCCCC((e===((eo ((=mm====== (CCC((=mmmmmmmmm e Smmm- (CCC=0Ceeeeeeeeeeed(
cgGCUGUAAUGGCcguAaagcgGGAAUGeGecuc . uGuuc. . aaacuCAagGAcuccgcUCuauuGeGCGCUg.gUUcGegacuccgeCgeccccagacguc
:GGCUGUAA GGCC: AA G+GGGA:U CG::: G U :: CUCAA G c cC U G+GCGC G GUUC+:GA :::CC:C:CCAGA ::C
UGGCUGUAACGGCCCCAAGGUGGGAAUGCGAGGCc-GAUGUUUUCCUCAACGGAGUCCCGUGCUCGUGCGCCGaGUUCAAGAC-UGUCCCCUCCAGAAAAC
*********************************5_55440155666666677777888888888*****8889******999_*****************

v v v v v v
OO, <<= SSSSSSS>-—=>S5SSS55KC SO — = <KLKLKL—m = =<K SS>———=>>>>->>>>>>>)
.caGGuuc.cacgcccgcccgecceGCAagggguggggUcgggecguggaUAAuuggacgugGUcugggguAGuCgGGCAACCGAGCAccccgecacgucceca
1:GG::+ C: :C :CC:C::CG A G::G:GG: G: :G::UAA:: G C:U GUC ::G:+AG+:::GCAA:::4+GCA:C::G A:G C
uUUGGUGUcCAUCGUCCCCCACGGCGUAGGCCGUGGUU-GGAUUUGGAGUAAUCGGCCCUCGUC-UAGCCAGGGAAGCAAUUCCGCAGCUAGCAGGACUC

KAXKK AKX KNTEEEOEOOEEFF hhrkkh kA xkkhdAx*x* %0 T8BBBYBBHr Ak khhxhhhhrkhh *rxkkhhxkkhhrrhhhhxdhhhrxkhhhxkkhhxx

v v vV VVV vV Navavavs

)N ==))))===)) ) ) ) ) == ))) ) == =) )) ) ) ) e ))=)) mmm e e ))))))))))))))) s
gCCuggacgcuculUaggggAUacGgcgggc. .gucgGuu.CguggagggaGuCuucgggCaauaagaugUcacauCugugCcgagCgCAAACCuuculUUU
:CC::G:: +UCUUAGG:GAU+:GG::: + UC:GU G G+ C:: UG C:::CG A:ACC uuu
ACCGAGUUGGUCUUAGGAGAUCGGGGCACGUCAUCUGUCg--CGCGGGUGCGCCG——=—=—————————————————— UGUCCCUCGUAGACC----UUU
KKK KK KKK KKK KX XXX K *H**%G00888888888885..4443333333333 .0 iiiiiiiiiennnnnn 334TFFF KKK KKK xxx

rank E-value score Dbias mdl mdl from mdl to seq from seq to acc trunc gc

(62) ! 3.9%9e-41 124.7 0.0 cm 1 291 [] 5 275 + .. 0.91 no 0.58

srp3

EF218785

srp3

EF218785

srp3

EF218785

>> KJ705211

99

105

198

204

v VvV v v

<< SE>>===(((CCCCCCCCCCC(e===((((========~ ((((( (=== Lo CCC=00eeeeeeeeeeeeeee. o
cgGCUGUAAUGGCcguAaagcgGGAAUGecGecuc .. uGuucaaacuChAagGAcuccgcUCuauuGeGCGCUg.gUUcGegacuccgeCgecceccagacguc. ca
:GGCUGUAA GGCC:+AA::CGGGAAU G::: U:::: C CAA G c:C U G+GCGCUG UUC+:GA C::CC:C:C: GA ::C
UGGCUGUAACGGCCCAAAGUCGGGAAUGGGAGGUGAUGUUUCCACAACGGAAUCACGUGCUCGUGCGCUGaNUUCAAGAC-CGCCCCCUCUGGAAAACUUU

AKX KK AKAAA KK AAA KK AAAKA K KA A A KK A A XA X HEE56667888888888899000000 %,k rxkkhh*xx ¥k QhdAxkk*k*xQQQ H*hrxkkhhrkkhhrxkkhhxx

v v

(C((, . <<<LLLLL =<k SESSSSS>——=>SSSSS5 SO m =<K - L — - =<KKL SSS>——==>>>>->>>>>>>) ) ))
GGuuc.cacgcccgcecceccgecccGCAagggguggggUcgggecguggaUAAuuggacgugGUcuggggu . AGuCgGGCAACCcGAGCAccccgecacguccagCC
GG::+ C: ::C ¢ CGC::CG AAG::GUG :+ G:: :G::UAA:: G:C:U:G C ::G:+ G+:::G+AA:::4+GCA:C::G:A:G:C ::CC
GGUGUcCAUCAUCCCUCGCGGCGUAAGCUGUGGCC-GGAUUUGGAGUAAUCGGCCCUUGAC-UAGCCgCGGGAAGUAAUUCCGCAGCUAGCAGGGCUCACC

AKX KK BEEOEEEE0QF A A Xk kh kA Xk kA *A*xk k% %) 5EEEEEQ T A xhhrkkhhhrxhhhh *FkkQEIL0hrxkkhhrrhkhhrhhhhrrkhkhrxkkhhxx

v v \avavs v NC
))))))=)))==))) ) ===))))))==-.))))====)))))) —===—= ))=)) mmm e e ))))))))))))))) e CS
uggacgcucuUaggggAUacGgcgggce. .gucgGuuCguggagggaGuCuucgggCaauaagaugUcacauCugugCcgagCgCAAACCuuculUU 291
::G:: +UC UA:G:GAU+:GG: :G++ UC:GU G:G G+ Ci:t:: C:::C AAACCUU:: U
GAGUUGGUCUUARGAGAUCAGGGCGUGUCAUCUGUC-GCGUGGGUGCGCCGUGU-——=====—=—=———=—=————————— CCCUCGUAAACCUUUCGUG 275
KKK KK KKK KK KKK XXX K F** A X%G00900999998.66666555555555433 . ... viiiiiiiiiiinnnn. OX XK KKK KK AKX XXX xx** PP

NC
Cs
96

222
PP

NC
Cs
194

320
PP

NC
Cs
291

391
PP

NC
Cs
98

104
PP

NC
Cs
197

203
PP



rank E-value score Dbias mdl mdl from mdl to seq from seq to acc trunc gc

(63) ! 5.6e-39 118.8 0.0 cm 1 291 [1] 25 294 + .. 0.90 no 0.56
v v vV v v NC
<< SE>>===(((CCCCCCCCCCC(e===((((========~ ((((( (=== Lo (ee=ceececceeeeeeecee. e cs
srp3 1 cgGCUGUAAUGGCcguAaagcgGGAAUGcGecuc.uGuucaaacuChAagGAcuccgcUCuauuGeGCGCUg.gUUcGegacuccgeCgeccccagacguc.ca 98
:GGCUG AA GCC: : :GGAAU C ::: U++:: C CAA G : :C:C U G+GCGCUG GUUC+:GA C::CC:C:CC GA:::C

KJ705211 25 UGGCUGGAAAAGCCCCNNNUCNGGAAUGCNAGGUGAUGUUUCCACAACGGAAUCACAUGCUCGUGCGCUGaGUUCAAGAC-CGUCCCCUCCGGAAAACUUU 124

AKX KAKKNGRBBBAA XA KA A XK K KA AKX KR A XXX AHNEEEFFE7 77888888900 Fk kA XAk kA A Xk hk kA XX Qhk A X *x ¥k ¥ Xk QQQ H*hrxkkkhhkxkkhhkrxxkkrxx PP

Nav vv NC

(C((, . <<<LLLLL =<k SSSSSS>>——=>>>>>>>LK >><LLLLL L === =<LKLLK === =<K SS>—===>>>>->>>>>>>))))) CS

srp3 99 GGuuc.cacgcccgcccgecccGCAagggguggggUcgggecguggaUAAuuggacgugGUcugggguAGuCgGGCAACCGAGCAccccgcacguccagCCu 198
GG::+ C: ::C ¢ CGC::CG AAG::GUG :+ G:: :G::UAA:: G:C:U:G C ::G:+AG+:::GCAA:::+ CA:C::G:A:G:C ::CC:

KJ705211 125 GGUGUcCAUCAUCCCUCGCAGCGUAAGCUGUGGCC-GGAUUUGGAGUAAUCGGUCCUUGAC-UAGCCAGGGAAGCAAUUCCACAGCUGGCAGGACUCACCG 223

KAAX KK BEEOEEEEQF F A Xk kh kA Xk hh*A Xk k* %) H5EEEEOEOQTHAFFhhhrkhhhrkhhh Fhkkhhrxkhhhhrrhhhhxkhhhrxrhkhhhkxkkhhkxxkkrxxx Pp

v v vV v v NC
)))))=)))==))))===))))) ) == ) ) ) ===.=)))) ) === e I B ))))))))))))))) e CS
srp3 199 ggacgcucuUaggggAUacGgcgggc. .gucgGuu.CguggagggaGuCuucgggCaauaagaugUcacauCugugCcgagCgCAAACCuuculUUU 291
:G:::4UC UAGG:GAU+:GG: :G++ UC:GU CG:G: :G+ HN UG C::: G AAACC:
KJ705211 224 AGUUAGUCUUAGGAGAUCAGGGCGUGuUCAUCUGUCgCGUGGGUGUGC--CG—====——==——=————————————— UGUCCCUCGUAAACCUCGUGCA 294
KK A KK A KK A KA A XA I A XX HFH0009090999998555555544322. .22 i i ittt ittt e e 333G FFF A A X F A A KKK A KKK PP
//
Internal CM pipeline statistics summary:
Query model (s) : 1 (291 consensus positions)
Target sequences: 422981 (154151640 residues searched)
Target sequences re-searched for truncated hits: 422981 (462063624 residues re-searched)
Windows passing local HMM SSV filter: 58310 (0.01852); expected (0.35)
Windows passing local HMM Viterbi filter: 37298 (0.01123); expected (0.15)
Windows passing local HMM Viterbi Dbias filter: 34730 (0.01043); expected (0.15)
Windows passing local HMM Forward filter: 4105 (0.00137); expected (0.003)
Windows passing local HMM Forward Dbias filter: 3999 (0.001334); expected (0.003)
Windows passing glocal HMM Forward filter: 755  (0.0003149); expected (0.003)
Windows passing glocal HMM Forward bias filter: 741 (0.0003106); expected (0.003)
Envelopes passing glocal HMM envelope defn filter: 728 (0.0002483); expected (0.003)
Envelopes passing local CM CYK filter: 276 (0.0001382); expected (0.0001)
Total CM hits reported: 82 (3.161e-05); includes 19 truncated hit (s)

# CPU time: 225.16u 5.66s 00:03:50.82 Elapsed: 00:00:18.98
//
[ok]



Supplementary Item 1B: Detail of the primers used to re-amplify the specimens.

Forward primers (aligned):

ITS1-F CTT GGT CAT TTA GAG GAA GTA A [
ITSS5 G GAA GTA AAA GTC GTA ACA AGG [
ITSOF A CTT GGT CAT TTA GAG GAA GT [

1735-1756 (18S) (Tedersoo et al. 2015)]
1749-1770 (18S) (Tedersoo et al. 2015)]
1734-1754 (18S) (Tedersoo et al. 2008)]

Reverse primers (not aligned):

LB-w CTTTTCATCTTTCCCTCACGG [
ITS4b CAGGAGACTTGTACACGGTCCAG

AB973750_Russula_sp pos 1775-1795 in alignment (Tedersoo et al. 2008)]
= AB973750_Russula_sp pos 1588-1610 in alignment (Gardes & Bruns 1993)]

ITS4b is thus located 187 bases upstream of LB-W.
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